miR-21 KO vs WT UUO up-regulated heptamer seed matched genes (p < 0.05)

Ensembl ID

ENSMUSG00000041052
ENSMUSG00000051316
ENSMUSG00000022679
ENSMUSG00000024650
ENSMUSG00000058022
ENSMUSG00000032047
ENSMUSG00000041440
ENSMUSG00000030972
ENSMUSG00000020062
ENSMUSG00000040746
ENSMUSG00000021490
ENSMUSG00000033427
ENSMUSG00000028476
ENSMUSG00000062609
ENSMUSG00000028132
ENSMUSG00000036580
ENSMUSG00000022383
ENSMUSG00000022788
ENSMUSG00000060227
ENSMUSG00000074435
ENSMUSG00000032741
ENSMUSG00000029090
ENSMUSG00000040170
ENSMUSG00000021236
ENSMUSG00000053897
ENSMUSG00000022664
ENSMUSG00000004071
ENSMUSG00000022094
ENSMUSG00000018415
ENSMUSG00000020098
ENSMUSG00000024899
ENSMUSG00000021772
ENSMUSG00000050199
ENSMUSG00000020696
ENSMUSG00000037887
ENSMUSG00000044042
ENSMUSG00000029161
ENSMUSG00000044934
ENSMUSG00000051065
ENSMUSG00000020100
ENSMUSG00000029735
ENSMUSG00000060002
ENSMUSG00000030556
ENSMUSG00000001700
ENSMUSG00000012123
ENSMUSG00000043929

Fold_Change P-value

3.06
2.35
2.34
2.13
2
1.89
1.88
1.84
1.78
1.75
1.68
1.66
1.65
1.64
1.57
1.56
1.55
1.53
1.53
1.52
1.51
151
1.51
151
1.48
1.47
1.47
1.46
1.44
141
14
14
14
1.38
1.38
1.37
1.37
1.36
1.36
1.35
1.34
1.34
1.33
1.33
1.33
1.32

Gene Symbol
0.044 Slc7a13
0.0004 Taf7
0.0238 Mpv17I
0.009 Slc22a6
0.0132 9530008L14Rik
0.0008 Acatl
0.0007 Gk5
0.0297 Acsm5
0.0279 SIc5a8
5.15E-06 Rnf167
0.0473 Slc34al
3.33E-02 Upb1l
0.0005 Reck
4.70E-03 Kcnj15
0.0012 Tmem56
6.04E-06 Spg20
0.0308 Ppara
0.0002 Fgd4
0.0014 Casc4
0.0492 Smcp
4.83E-05 Tpcnl
0.0002 Gpr125
0.0442 Fmo2
0.0354 Entpd5
0.0026 Slc39a8
0.0483 Slc35a5
5.08E-05 5730403B10Rik
0.0482 Slc39a14
1.02E-05 4933439F18Rik
0.0106 Pcbd1l
0.013 Papss2
0.0242 Nkirasl
0.0143 Lgrd
0.0186 Rffl
0.0385 Dusp8
0.0071 Fmnl
0.0191 Cgrefl
0.0072 Zfp367
0.0054 1600021P15Rik
0.0029 SIc29a3
0.0235 Tpkl
0.0498 Chptl
0.0014 Lrrc28
0.0001 Gramd3
0.0004 Aiml|
0.0127 KlhI15

Gene Title
solute carrier family 7, (cationic am NM_028746
TAF7 RNA polymerase Il, TATA box AV213552
Mpv17 transgene, kidney disease n NM_033564
solute carrier family 22 (organic aniNM_008766
RIKEN cDNA 9530008L14 gene Al256077
acetyl-Coenzyme A acetyltransfera: BG070487
glycerol kinase 5 (putative) AV095337
acyl-CoA synthetase medium-chain BB667617
solute carrier family 5 (iodide trans BC017691
ring finger protein 167 AK017523
solute carrier family 34 (sodium ph Al788646
NM_133995
reversion-inducing-cysteine-rich pr NM_016678

ureidopropionase, beta

potassium inwardly-rectifying chan NM_019664
BB667728
spastic paraplegia 20, spartin (Troy: BB040507

transmembrane protein 56

peroxisome proliferator activated r BC016892
FYVE, RhoGEF and PH domain conti AF402611
cancer susceptibility candidate 4  AV311104
sperm mitochondria-associated cys NM_008574
BI904914
BC019649
flavin containing monooxygenase 2 NM_018881
ectonucleoside triphosphate dipho NM_007647
solute carrier family 39 (metal ion t NM_026228

two pore channel 1

G protein-coupled receptor 125

solute carrier family 35, member A! C86506
RIKEN cDNA 5730403B10 gene NM_025670
solute carrier family 39 (zinc transp BC021530
RIKEN cDNA 4933439F18 gene NM_025757
pterin 4 alpha carbinolamine dehyc NM_025273
3'-phosphoadenosine 5'-phosphost BF786072
NFKB inhibitor interacting Ras-like | AK010285
leucine-rich repeat-containing G pr BI107632
ring finger and FYVE like domain co AK015806

dual specificity phosphatase 8 NM_008748
formin 1 X62379

cell growth regulator with EF hand BC023116
zinc finger protein 367 BE629588
RIKEN cDNA 1600021P15 gene BB703667

solute carrier family 29 (nucleoside BB541271

thiamine pyrophosphokinase BC023354
choline phosphotransferase 1 BC016251
leucine rich repeat containing 28 BI246669

GRAM domain containing 3 AV259880
absent in melanoma 1-like BE948330
kelch-like 15 (Drosophila) BB357312

Representative Public ID



ENSMUSG00000001755
ENSMUSG00000049744
ENSMUSG00000029047
ENSMUSG00000039197
ENSMUSG00000046404
ENSMUSG00000042410
ENSMUSG00000046982
ENSMUSG00000025262
ENSMUSG00000028189
ENSMUSG00000035891
ENSMUSG00000029455
ENSMUSG00000058446
ENSMUSG00000034947
ENSMUSG00000018932
ENSMUSG00000025321
ENSMUSG00000052102
ENSMUSG00000063683
ENSMUSG00000048486
ENSMUSG00000063455
ENSMUSG00000026781
ENSMUSG00000025795
ENSMUSG00000056131
ENSMUSG00000055435
ENSMUSG00000044221
ENSMUSG00000031232
ENSMUSG00000038174
ENSMUSG00000024646
ENSMUSG00000040859
ENSMUSG00000036825
ENSMUSG00000022159
ENSMUSG00000044788
ENSMUSG00000039458
ENSMUSG00000024150
ENSMUSG00000028444
ENSMUSG00000028792
ENSMUSG00000037287
ENSMUSG00000009112
ENSMUSG00000001211
ENSMUSG00000046822
ENSMUSG00000018659
ENSMUSG00000047022
ENSMUSG00000031953
ENSMUSG00000020413
ENSMUSG00000042444
ENSMUSG00000068663
ENSMUSG00000029438
ENSMUSG00000048787
ENSMUSG00000032477

1.32
1.32
131
131

13

13
1.28
1.28
1.28
1.28
1.28
1.27
1.27
1.27
1.27
1.27
1.27
1.27
1.27
1.27
1.26
1.26
1.26
1.26
1.25
1.24
1.24
1.24
1.23
1.23
1.23
1.22
1.22
1.22
1.22
1.21

1.2

1.2
1.19
1.19
1.19
1.18
1.18
1.18
1.18
1.18
1.17
1.17

0.0229 Coasy
0.0427 Arhgap15
0.024 Pex10
0.023 Adk
0.0279 Yod1
0.0164 Agps
0.0005 Tshz1
0.0304 Fam120c
0.0277 Ctbs

Coenzyme A synthase BC020046
Rho GTPase activating protein 15 AK018058
peroxisomal biogenesis factor 10 BB753323
NM_134079
YOD1 OTU deubiquitinating enzym: BB201861
alkylglycerone phosphate synthase BQ176868

adenosine kinase

teashirt zinc finger family member AV291373
family with sequence similarity 120 BB023801

chitobiase, di-N-acetyl- BC022594

0.0464 Cerk /// LOC67642( ceramide kinase /// similar to Cerai BI905090

0.0158 Aldh2
0.0075 Znrf2
0.0162 Tmem106a
0.0359 Map2k3
0.0102 Itgh8
0.0049 Gnpdal
0.0498 Glyat
0.0214 Fitm2
0.0409 D630045J12Rik
0.0064 Acbd5
0.015 Rassf3
0.0343 Pgm3
0.0198 Maf
0.0038 Grsfl
0.0029 Magtl
0.0041 Fam126b
0.0124 Cyb5
0.0056 Bsdcl
0.0011 Ssx2ip
0.0287 Rab2b
0.0417 Fads6
0.0056 Mtmr12
0.0029 Mcfd2
0.0105 Cntfr

aldehyde dehydrogenase 2, mitoch Al462635

zinc and ring finger 2 AV226579
transmembrane protein 106A BC022145
mitogen-activated protein kinase ki Al481780
integrin beta 8 BB504737
glucosamine-6-phosphate deamina NM_011937
glycine-N-acyltransferase BC010799

fat storage-inducing transmembrar BB521491
RIKEN cDNA D630045J12 gene AW558117
acyl-Coenzyme A binding domain ¢t AKO05001
Ras association (RalGDS/AF-6) dom BB703307
AK013402
avian musculoaponeurotic fibrosar Bl466869
G-rich RNA sequence binding factol AV090328
magnesium transporter 1 NM_025952
family with sequence similarity 126 BB701297
NM_025797
BF729638
synovial sarcoma, X breakpoint 2 in NM_138744
RAB2B, member RAS oncogene fanr AK005230
fatty acid desaturase domain familyBE136429
BB667459
multiple coagulation factor deficier BCO03996

phosphoglucomutase 3

cytochrome b-5
BSD domain containing 1

myotubularin related protein 12

ciliary neurotrophic factor receptor NM_016673

0.0439 Ak2 /// LOC100047 adenylate kinase 2 /// similar to ad NM_016895

0.0173 Tbcel
0.011 Bcl2I13
0.0192 Agpat3
0.0128 Slc39a3
0.0199 Pnpo
0.0035 Mipoll
0.0497 Tmem170
0.0187 Husl
0.0185 Fam63b
0.0119 Clecl6a
0.0323 Bcl7a
0.003 Dcunld3
0.0073 Cdc25a

tubulin folding cofactor E-like BB540721
BCL2-like 13 (apoptosis facilitator) BC027307
1-acylglycerol-3-phosphate O-acyltt NM_053014
solute carrier family 39 (zinc transp AV369681
pyridoxine 5'-phosphate oxidase = NM_134021
mirror-image polydactyly gene 1 hc BE655476
Al593513
NM_008316
family with sequence similarity 63, AV229336
C-type lectin domain family 16, me BB315720
B-cell CLL/lymphoma 7A BC017640
DCN1, defective in cullin neddylatic BM195516
cell division cycle 25 homolog A (S. C76119

transmembrane protein 170

Hus1 homolog (S. pombe)



ENSMUSG00000031776
ENSMUSG00000050965
ENSMUSG00000025245
ENSMUSG00000066324
ENSMUSG00000034190
ENSMUSG00000036885
ENSMUSG00000038485
ENSMUSG00000060681
ENSMUSG00000043881
ENSMUSG00000024772
ENSMUSG00000039473
ENSMUSG00000062209
ENSMUSG00000044308
ENSMUSG00000024975
ENSMUSG00000039164
ENSMUSG00000026721
ENSMUSG00000031299
ENSMUSG00000022768
ENSMUSG00000031467
ENSMUSG00000025912
ENSMUSG00000027602
ENSMUSG00000061273
ENSMUSG00000029198
ENSMUSG00000025085
ENSMUSG00000030554
ENSMUSG00000034639
ENSMUSG00000027845
ENSMUSG00000020368
ENSMUSG00000032050
ENSMUSG00000042628
ENSMUSG00000022827
ENSMUSG00000049090
ENSMUSG00000024077

1.17
1.16
1.16
1.16
1.16
1.16
1.15
1.15
1.15
1.15
1.14
1.14
1.13
1.13
1.13
1.12
1.12
1.12
1.12
111
111

11

11

11
1.09
1.09
1.09
1.09
1.08
1.07
1.07
1.06
1.05

0.0102 Arl2bp
0.0101 Prkca
0.018 Lztfll
0.0033 Impad1
0.0114 Chmp7
0.0083 4631416L12Rik
0.0077 Socs7
0.0185 Slc9ab
0.0478 Kbtbd7
0.0134 Ehd1
0.0222 Ubnl
0.0319 Erbb4
4.00E-05 Ubr3
0.0321 Pdcd4
0.0446 Naifl
0.0177 Rabgapil
0.0461 Pdhal
0.0333 Ccdcl16
0.0389 Agpat5
0.0322 Mybl1
0.0254 Map1llc3a
0.0101 Mmgtl
0.0112 Grpell
0.0147 Ablim1
0.0282 Synm
0.0157 Setmar
0.0399 Dclrelb
0.024 Canx
0.0136 Rdx
0.0172 Zfyvel
0.0202 RablI3
0.0237 Zadh2
0.0397 Strn

ADP-ribosylation factor-like 2 bindi NM_024191
BM246539
leucine zipper transcription factor-lNM_033322

protein kinase C, alpha

inositol monophosphatase domain BG797423
CHMP family, member 7 BC024115
RIKEN cDNA 4631416L12 gene BB774721
suppressor of cytokine signaling 7 NM_138657
solute carrier family 9 (sodium/hyd BB611738
kelch repeat and BTB (POZ) domair AK003597
NM_010119
BB463209
v-erb-a erythroblastic leukemia vire AF059177

EH-domain containing 1

ubinuclein 1

ubiquitin protein ligase E3 compon BB667784
NM_011050
nuclear apoptosis inducing factor 1 AK009216
RAB GTPase activating protein 1-lik NM_013862
pyruvate dehydrogenase E1 alpha : NM_008810
coiled-coil domain containing 116 AK015290
1-acylglycerol-3-phosphate O-acylt BGO65500
135261
microtubule-associated protein 1 li BC010596

programmed cell death 4

myeloblastosis oncogene-like 1

membrane magnesium transporter BB262218
NM_024478
BG065289

synemin, intermediate filament prc AI594683

GrpE-like 1, mitochondrial
actin-binding LIM protein 1

SET domain and mariner transposa AK017895
DNA cross-link repair 1B, PSO2 hon NM_133865
BI653492
NM_009041
zinc finger, FYVE domain containing AV327165
RAB, member of RAS oncogene farr NM_026297
zinc binding alcohol dehydrogenase BC025897
striatin, calmodulin binding protein NM_011500

calnexin

radixin



miR-21 KO vs WT UUO Differentially expressed genes (p < 0.05)

Ensembl ID
ENSMUSG00000035896
ENSMUSG00000061808
ENSMUSG00000005980
ENSMUSG00000067144
ENSMUSG00000033715
ENSMUSG00000066071
ENSMUSG00000039364
ENSMUSG00000031294
ENSMUSG00000041052
ENSMUSG00000063796
ENSMUSG00000074715
ENSMUSG00000056162
ENSMUSG00000078650
ENSMUSG00000019577
ENSMUSG00000052562 /
ENSMUSG00000061959
ENSMUSG00000063458
ENSMUSG00000030359
ENSMUSG00000030935
ENSMUSG00000056973
ENSMUSG00000031725
ENSMUSG00000028834
ENSMUSG00000051316
ENSMUSG00000022679
ENSMUSG00000039519
ENSMUSG00000033610
ENSMUSG00000022853
ENSMUSG00000020429
ENSMUSG00000072664
ENSMUSG00000021416
ENSMUSG00000050097
ENSMUSG00000036330
ENSMUSG00000024650
ENSMUSG00000029445
ENSMUSG00000038224
ENSMUSG00000037053
ENSMUSG00000038704
ENSMUSG00000058022
ENSMUSG00000024892
ENSMUSG00000024039
ENSMUSG00000034871
ENSMUSG00000002944
ENSMUSG00000002769
ENSMUSG00000022613
ENSMUSG00000032047
ENSMUSG00000079262

Fold_Change P-value

4.3
4.22
3.79
3.59
3.52
3.23
3.19
3.11
3.06
3.02
2.88
2.77
2.69
2.68
2.62
2.59

2.5
2.48
2.48
2.47
2.42
241
2.35
2.34
2.34
2.32
231

2.3
2.25
2.24
221
2.16
213

21

2.1
2.06
2.01

2
1.97
1.94
1.93
191

1.9
1.89
1.89
1.88

Gene Symbol
0.0263 Rnasel
0.0202 Ttr
2.45E-05 Dnasel
0.0217 Slc22a7
0.02 Akrlcl4
0.0339 Cyp4al2a
3.42E-05 Sectm1b
0.0094 D630029K05Rik
0.044 SlIc7a13
0.0054 Slc22a8
0.0055 Ccl28
0.0116 Cndpl
0.0435 G6pc
0.0318 Pdk4
0.0173 C730048C13Rik
0.0002 Es22
0.0005 1700112E06Rik
0.0002 Pzp
0.0257 Acsm3
0.0001 Ces3
0.0027 AU018778
0.0113 Trim63
0.0004 Taf7
0.0238 Mpv17I
0.0099 Cyp7bl
0.0038 Pank1
0.0093 Ehhadh
0.0282 Igfbpl
0.0194 Ugt3al
0.0354 1810022C23Rik
0.0248 BC015286
0.0095 Slc18al
0.009 Slc22a6
0.0122 Hpd
0.0104 Serpinf2
0.0041 Azgpl
0.0378 Aspdh
0.0132 9530008L14Rik
0.0071 Pcx
0.0178 Cbs
0.005 Fam151a
0.0098 Cd36
0.0117 Gnmt
0.0293 Miox
0.0008 Acatl
0.001 Slcolab

Gene Title
ribonuclease, RNase A family, 1 NM_011271
BC024702
BC014718

transthyretin
deoxyribonuclease |
solute carrier family 22 (organic BC026598
aldo-keto reductase family 1, m NM_134072
cytochrome P450, family 4, sub BC025936
secreted and transmembrane 1 Al481997
RIKEN cDNA D630029K05 gene BB500602
solute carrier family 7, (cationic NM_028746
solute carrier family 22 (organic BC014762
chemokine (C-C motif) ligand 2¢BG867337
carnosine dipeptidase 1 (metall BB497651
glucose-6-phosphatase, catalytiNM_008061
pyruvate dehydrogenase kinase NM_013743
RIKEN cDNA C730048C13 gene BB667865
NM_133660
RIKEN cDNA 1700112E06 gene BB246912
pregnancy zone protein NM_007376
acyl-CoA synthetase medium-ct AB022340
carboxylesterase 3 AI315015
expressed sequence AU018778 BC013479
tripartite motif-containing 63 BG817292
TAF7 RNA polymerase Il, TATA |AV213552
Mpv17 transgene, kidney disea NM_033564
cytochrome P450, family 7, sub NM_007825
pantothenate kinase 1 BC023496
enoyl-Coenzyme A, hydratase/: NM_023737
insulin-like growth factor bindir NM_008341
UDP glycosyltransferases 3 fam BC025940
RIKEN cDNA 1810022C23 gene BC014724
cDNA sequence BC015286 BB743970

esterase 22

solute carrier family 18 (vesicul BB011871
solute carrier family 22 (organicNM_008766
4-hydroxyphenylpyruvic acid di BC013343
serine (or cysteine) peptidase ir NM_008878
alpha-2-glycoprotein 1, zinc NM_013478
aspartate dehydrogenase dome BC019451
RIKEN cDNA 9530008L14 gene AI256077
NM_008797

BC026595

pyruvate carboxylase
cystathionine beta-synthase

family with sequence simliarity NM_025590

CD36 antigen BB534670
glycine N-methyltransferase =~ NM_010321
myo-inositol oxygenase NM_019977

acetyl-Coenzyme A acetyltransf BG070487

solute carrier organic anion traiNM_023718

Representative Public ID



ENSMUSG00000029695
ENSMUSG00000041440
ENSMUSG00000002475
ENSMUSG00000030972
ENSMUSG00000061742
ENSMUSG00000029162
ENSMUSG00000003477
ENSMUSG00000040966
ENSMUSG00000079494
ENSMUSG00000071711
ENSMUSG00000020062
ENSMUSG00000032350
ENSMUSG00000072949
ENSMUSG00000028088
ENSMUSG00000021214
ENSMUSG00000068874
ENSMUSG00000030630
ENSMUSG00000040746
ENSMUSG00000032098
ENSMUSG00000021620
ENSMUSG00000010044
ENSMUSG00000039438
ENSMUSG00000020777
ENSMUSG00000027227
ENSMUSG00000029273
ENSMUSG00000030004
ENSMUSG00000031722
ENSMUSG00000021226 /
ENSMUSG00000026189
ENSMUSG00000021376
ENSMUSG00000003623
ENSMUSG00000073390
ENSMUSG00000017718
ENSMUSG00000040978
ENSMUSG00000021490
ENSMUSG00000035042
ENSMUSG00000031958
ENSMUSG00000028713
ENSMUSG00000038745
ENSMUSG00000033427
ENSMUSG00000049152
ENSMUSG00000024640
ENSMUSG00000028476
ENSMUSG00000009614
ENSMUSG00000062609
ENSMUSG00000021335
ENSMUSG00000010651
ENSMUSG00000025479

1.88
1.88
1.85
1.84
1.84
1.83
1.83

1.8
1.79
1.79
1.78
1.78
1.77
1.77
1.76
1.76
1.75
1.75
1.74
1.74
1.74
1.71
1.71
1.71
1.71
1.71

1.7

1.7

1.7

1.7
1.69
1.69
1.69
1.69
1.68
1.67
1.67
1.66
1.66
1.66
1.65
1.65
1.65
1.64
1.64
1.64
1.63
1.63

0.0087 Aass
0.0007 Gk5
0.003 Abhd3
0.0297 Acsm5
0.0187 Slc22a12
0.0197 Khk
0.0105 Inmt
2.00E-03 Slc22a2
0.0495 Cml5
0.0168 Mpst
0.0279 Slc5a8
0.0093 Gclc

aminoadipate-semialdehyde sy BF687395
glycerol kinase 5 (putative) AV(095337
abhydrolase domain containing NM_134130
acyl-CoA synthetase medium-cl BB667617
solute carrier family 22 (organicNM_009203
ketohexokinase BC013464
indolethylamine N-methyltrans NM_009349
solute carrier family 22 (organicNM_013667
camello-like 5 BC024605
mercaptopyruvate sulfurtransfe NM_138670
solute carrier family 5 (iodide tr BC017691
glutamate-cysteine ligase, catal BC019374

0.0203 Acotl /// LOC100( acyl-CoA thioesterase 1 /// simi NM_012006

0.0252 Fmo5
0.0476 Akrlc18
0.0112 Selenbpl
0.041 Fah
5.15E-06 Rnf167
0.0048 Treh
0.0131 Acotl2
0.0458 Zmynd10
0.048 Ttc36
0.0007 Acox1
0.0491 Sord
0.0411 Sultld1
0.0072 Nat8
0.0056 Hp

flavin containing monooxygena NM_010232
aldo-keto reductase family 1, m NM_134066
selenium binding protein 1 NM_019414
fumarylacetoacetate hydrolase NM_010176
ring finger protein 167 AK017523
trehalase (brush-border membi NM_021481
acyl-CoA thioesterase 12 AB078618
zinc finger, MYND domain cont: NM_053253
tetratricopeptide repeat domai NM_138951
acyl-Coenzyme A oxidase 1, pal AB034914
sorbitol dehydrogenase BI1143942
sulfotransferase family 1D, mer NM_016771
N-acetyltransferase 8 (GCN5-re NM_023455

haptoglobin NM_017370

0.0361 Acotl /// Acot2 // acyl-CoA thioesterase 1 /// acyl NM_134188

0.0184 Pecr
0.0264 Tpmt
0.0027 Crot

0.0075 BC040756

0.0105 Afmid
0.0021 Gm11992
0.0473 Slc34al
0.0094 Ccl5
0.0007 Ldhd
0.0005 Cyp4bl
0.0428 Nlirp6
0.0333 Upbl
0.0062 Ugt3a2
0.0118 Psatl
0.0005 Reck
0.0029 Sardh
0.0047 Kcnj15
0.0274 Slc17al
0.0284 Acaalb
2.49E-05 Cyp2el

peroxisomal trans-2-enoyl-CoA BB705669
thiopurine methyltransferase AK002335
carnitine O-octanoyltransferase BB283187

cDNA sequence BC040756 Al326956
arylformamidase AK018563
predicted gene 11992 BB738659

solute carrier family 34 (sodiunr Al1788646
chemokine (C-C motif) ligand 5 NM_013653
lactate dehydrogenase D AW105779
cytochrome P450, family 4, sub NM_007823
NLR family, pyrin domain conta BB071996
ureidopropionase, beta NM_133995
UDP glycosyltransferases 3 fam BC022134
phosphoserine aminotransferas BC004827
reversion-inducing-cysteine-ricl NM_016678
sarcosine dehydrogenase BI217574
potassium inwardly-rectifying c NM_019664
solute carrier family 17 (sodiumr NM_009198
acetyl-Coenzyme A acyltransfer BC019882
cytochrome P450, family 2, sub NM_021282



ENSMUSG00000042359
ENSMUSG00000055737
ENSMUSG00000021565
ENSMUSG00000012187
ENSMUSG00000035637
ENSMUSG00000015083
ENSMUSG00000046598
ENSMUSG00000000049
ENSMUSG00000032572
ENSMUSG00000046213
ENSMUSG00000022218
ENSMUSG00000001773
ENSMUSG00000046687 /
ENSMUSG00000006345
ENSMUSG00000025792
ENSMUSG00000054072
ENSMUSG00000054474
ENSMUSG00000030244
ENSMUSG00000028132
ENSMUSG00000023829
ENSMUSG00000036580
ENSMUSG00000038528
ENSMUSG00000022383
ENSMUSG00000023044
ENSMUSG00000018900
ENSMUSG00000020604
ENSMUSG00000046352
ENSMUSG00000048489
ENSMUSG00000060227
ENSMUSG00000032418 /
ENSMUSG00000031482
ENSMUSG00000003526
ENSMUSG00000022788
ENSMUSG00000036083
ENSMUSG00000021263
ENSMUSG00000047638
ENSMUSG00000074435
ENSMUSG00000038009
ENSMUSG00000029482
ENSMUSG00000032741
ENSMUSG00000029090
ENSMUSG00000040170
ENSMUSG00000021236
ENSMUSG00000060317
ENSMUSG00000020068
ENSMUSG00000043681
ENSMUSG00000022040
ENSMUSG00000037098

1.62
1.62
1.62
1.62
1.62
1.62
1.62
1.61
1.61
1.61

1.6

1.6

1.6

1.6
1.58
1.57
1.57
1.57
1.57
1.57
1.56
1.56
1.55
1.55
1.55
1.55
1.55
1.54
1.53
1.53
1.53
1.53
1.53
1.52
1.52
1.52
1.52
1.52
1.52
151
151
151
151
151

15

15

15
1.49

0.0015 Osbpl6
0.0375 Ghr
0.0497 Slc6al9

oxysterol binding protein-like 6 BG070848
growth hormone receptor NM_010284

solute carrier family 6 (neurotr: AK014544

0.0009 LOC100047046 //; similar to monoacylglycerol 0O-a NM_026713

0.0142 Grhpr
0.0249 C8g
0.0285 Bdh1l
0.0332 Apoh
0.0091 Dvwa
0.001 Cym
0.0458 Tgm1
0.0036 Folhl
0.0222 Assl
0.0042 Ggtl
0.0368 Slc25a10
0.0226 ligpl
0.0405 Thnsl2
0.0388 Gys2
0.0012 Tmem56
0.0222 Slc22al
6.04E-06 Spg20
0.0243 BC021785
0.0308 Ppara
0.0322 Csad
0.0257 Slc22a5
0.0387 Arsg
0.0063 Gjb2
0.039 8430408G22Rik
0.0014 Casc4

glyoxylate reductase/hydroxypy NM_080289
complement component 8, gan BC019967
3-hydroxybutyrate dehydrogen BF322712
apolipoprotein H NM_013475
dual von Willebrand factor A dc AK003211
chymosin Al326975
transglutaminase 1, K polypept BC026422
folate hydrolase NM_016770
argininosuccinate synthetase 1 NM_007494
gamma-glutamyltransferase 1 NM_008116
solute carrier family 25 (mitoch BC003222
interferon inducible GTPase 1 BM239828
threonine synthase-like 2 (bacti BC025604
BC021322

BB667728

glycogen synthase 2
transmembrane protein 56
solute carrier family 22 (organicNM_009202
spastic paraplegia 20, spartin (T BB040507
cDNA sequence BC021785 BC021785
peroxisome proliferator activat BC016892
cysteine sulfinic acid decarboxy AY033912
solute carrier family 22 (organicNM_011396
AV059397
gap junction protein, beta 2 AV239646
RIKEN cDNA 8430408G22 gene AV365503
cancer susceptibility candidate AV311104

arylsulfatase G

0.0017 LOC677317 /// Me similar to NADP-dependent ma BC011081

0.0296 Slc25a15
0.0154 Prodh
0.0002 Fgd4
0.0336 Slc17a3
0.0009 Degs2
0.0042 Nrih4
0.0492 Smcp
0.0128 Dnajc22
0.0186 Aacs

4.83E-05 Tpenl
0.0002 Gpr125
0.0442 Fmo2
0.0354 Entpd5
0.0325 Acnat2
0.0259 3110049J23Rik
0.0159 2200001115Rik
0.0234 Ephx2
0.0281 Rab11fip3

solute carrier family 25 (mitoch AW541300
proline dehydrogenase NM_011172
FYVE, RhoGEF and PH domain c AF402611
solute carrier family 17 (sodiunr NM_134069
degenerative spermatocyte hor AF466377
nuclear receptor subfamily 1, gfNM_009108
sperm mitochondria-associatec NM_008574
Dnal (Hsp40) homolog, subfam BB667713
BC026817
two pore channel 1 BI904914

G protein-coupled receptor 125 BC019649

acetoacetyl-CoA synthetase

flavin containing monooxygena NM_018881
ectonucleoside triphosphate diiNM_007647
acyl-coenzyme A amino acid N- BC010829
RIKEN cDNA 3110049J23 gene NM_026085
RIKEN cDNA 2200001115 gene AA162958
epoxide hydrolase 2, cytoplasm NM_007940
RAB11 family interacting protei BQ266518



ENSMUSG00000074063
ENSMUSG00000020839
ENSMUSG00000050854
ENSMUSG00000031938
ENSMUSG00000053897
ENSMUSG00000028755
ENSMUSG00000022664
ENSMUSG00000004071
ENSMUSG00000029098
ENSMUSG00000022094
ENSMUSG00000035828
ENSMUSG00000040600
ENSMUSG00000033488
ENSMUSG00000003809
ENSMUSG00000032080
ENSMUSG00000004151
ENSMUSG00000015027
ENSMUSG00000048442
ENSMUSG00000033634
ENSMUSG00000051375
ENSMUSG00000030545
ENSMUSG00000066687
ENSMUSG00000018415
ENSMUSG00000021453
ENSMUSG00000042371
ENSMUSG00000020142
ENSMUSG00000028607
ENSMUSG00000062908
ENSMUSG00000022583
ENSMUSG00000036106
ENSMUSG00000085455
ENSMUSG00000018900 /
ENSMUSG00000054455
ENSMUSG00000011305
ENSMUSG00000032418
ENSMUSG00000020098
ENSMUSG00000031163
ENSMUSG00000026687
ENSMUSG00000026482
ENSMUSG00000024222
ENSMUSG00000050199
ENSMUSG00000036564
ENSMUSG00000015401
ENSMUSG00000056952
ENSMUSG00000024899
ENSMUSG00000019810
ENSMUSG00000021947
ENSMUSG00000021772

1.49
1.48
1.48
1.48
1.48
1.48
1.47
1.47
1.47
1.46
1.46
1.46
1.45
1.45
1.45
1.44
1.44
1.44
1.44
1.44
1.44
1.44
1.44
143
1.43
143
1.43
143
1.42
1.42
1.42
1.42
1.42
1.42
1.42
141
141
141
141
141

14

14

14

14

14

14

14

14

0.0088 Osginl
0.0158 Tmigd1
0.0071 Tmem125
0.0076 4931406C07Rik
0.0026 Slc39a8
0.0019 Cda
0.0483 Slc35a5
5.08E-05 5730403B10Rik
0.0331 Acox3
0.0482 Slc39a14
0.0248 Pim3
0.0069 Eps8I3
0.011 BC026585
0.0248 Gedh
0.0037 Apoa4d
0.0004 Etvl
0.0048 Galns
0.0232 2210020MO01Rik
0.0105 Cml2
0.0401 Pcdhl
0.004 Pexlla
0.0427 Zbtb16
1.02E-05 4933439F18Rik
0.0146 Gadd45g
0.0014 Slc5a10
0.0114 Siclad
0.0058 Cpt2
0.0154 Acadm
0.03 Ly6f
0.0461 Prr5
0.0196 1810059H22Rik
0.0341 Slc22a5
0.0142 Vapb
0.007 Plin5

oxidative stress induced growtr BC022135
transmembrane and immunogl NM_025655
transmembrane protein 125  AV332097
RIKEN cDNA 4931406C07 gene Al461712
solute carrier family 39 (metal i NM_026228
cytidine deaminase AK008793
solute carrier family 35, membe C86506
RIKEN cDNA 5730403B10 gene NM_025670
acyl-Coenzyme A oxidase 3, prit NM_030721

solute carrier family 39 (zinc tre BC021530

proviral integration site 3 BB206220
EPS8-like 3 NM_133867
cDNA sequence BC026585 BC026585

glutaryl-Coenzyme A dehydroge NM_008097
BC010769
ets variant gene 1 NM_007960
galactosamine (N-acetyl)-6-sulf. BC004002
RIKEN cDNA 2210020M01 gene BE852759
NM_053096
AK008111

apolipoprotein A-IV

camello-like 2
protocadherin 1
peroxisomal biogenesis factor INM_011068
zinc finger and BTB domain con AA419994
RIKEN cDNA 4933439F18 gene NM_025757
growth arrest and DNA-damage AK007410
solute carrier family 5 (sodium/ BB502441
solute carrier family 1 (glutama BB277461
carnitine palmitoyltransferase : NM_009949
acyl-Coenzyme A dehydrogenas NM_007382
lymphocyte antigen 6 complex, NM_008530
proline rich 5 (renal) BC024991
RIKEN cDNA 1810059H22 gene AK007907
solute carrier family 22 (organicNM_011396
vesicle-associated membrane p BF303544

perilipin 5 BC024138

0.0013 LOC677317 /// Me similar to NADP-dependent ma AKO06387

0.0106 Pcbdl
0.0184 Glod5
0.0135 Aldh9al
0.0257 Rgl1
0.0057 Fkbp5
0.0143 Lgrd
0.0436 Ndrga
0.0035 Tmem?27
0.0021 Tatdn2
0.013 Papss2
0.01 Fuca2
0.041 Cryl1
0.0242 Nkirasl

pterin 4 alpha carbinolamine de NM_025273
glyoxalase domain containing 5 AKO08008
aldehyde dehydrogenase 9, suk AV028069
ral guanine nucleotide dissociat NM_016846
FK506 binding protein 5 U16959
leucine-rich repeat-containing ( BI107632
N-myc downstream regulated g AV006122
transmembrane protein 27 Al314694
TatD DNase domain containing BB314680
3'-phosphoadenosine 5'-phospl BF786072
fucosidase, alpha-L- 2, plasma BMO054266
crystallin, lambda 1 NM_030004
NFKB inhibitor interacting Ras-l AK010285



ENSMUSG00000015357
ENSMUSG00000057137
ENSMUSG00000075705
ENSMUSG00000024228
ENSMUSG00000075304
ENSMUSG00000022210
ENSMUSG00000019173
ENSMUSG00000020696
ENSMUSG00000022790
ENSMUSG00000037887
ENSMUSG00000005089
ENSMUSG00000044042
ENSMUSG00000042271
ENSMUSG00000027187
ENSMUSG00000034066
ENSMUSG00000029161
ENSMUSG00000038600
ENSMUSG00000024371
ENSMUSG00000029456
ENSMUSG00000027822
ENSMUSG00000054619
ENSMUSG00000028521
ENSMUSG00000030088
ENSMUSG00000034875
ENSMUSG00000020681
ENSMUSG00000025403
ENSMUSG00000022797
ENSMUSG00000044934
ENSMUSG00000034612
ENSMUSG00000027463
ENSMUSG00000045594
ENSMUSG00000024386
ENSMUSG00000051065
ENSMUSG00000021786
ENSMUSG00000030827
ENSMUSG00000020100
ENSMUSG00000028127
ENSMUSG00000059027
ENSMUSG00000031974
ENSMUSG00000027173
ENSMUSG00000042647
ENSMUSG00000026435
ENSMUSG00000039988
ENSMUSG00000034591
ENSMUSG00000029269
ENSMUSG00000060002
ENSMUSG00000029735
ENSMUSG00000062619

14

14
1.39
1.39
1.39
1.39
1.39
1.38
1.38
1.38
1.38
1.37
1.37
1.37
1.37
1.37
1.37
1.37
1.37
1.36
1.36
1.36
1.36
1.36
1.36
1.36
1.36
1.36
1.36
1.36
1.36
1.36
1.36
1.35
1.35
1.35
1.35
1.35
1.35
1.35
1.34
1.34
1.34
1.34
1.34
1.34
1.34
1.33

0.0153 Clpx
0.0118 Tmem140
0.0129 Sepx1
0.0303 Nudt12
0.01 Sp5
3.66E-02 Dhrs4
0.0215 Rab5c
0.0186 Rffl
0.0047 Igsfl11
0.0385 Dusp8
0.0177 Slcla2
0.0071 Fmn1l
0.0387 Nxt2
0.0004 Cat
0.0099 Farp2
0.0191 Cgrefl
0.035 Atp6v0ad
0.0001 C2
0.0083 Acad10
0.0352 Slc33al
0.0355 Mettl7al
0.0044 Slc35d1

caseinolytic peptidase X (E.coli) BF020441
BC020080
selenoprotein X 1 NM_013759
nudix (nucleoside diphosphate AK018117

transmembrane protein 140

trans-acting transcription factorNM_022435
dehydrogenase/reductase (SDR NM_030686
RAB5C, member RAS oncogene BC023027
ring finger and FYVE like domail AKO15806
immunoglobulin superfamily, r BM899311
dual specificity phosphatase 8 NM_008748
solute carrier family 1 (glial higt U75372

formin 1 X62379
nuclear transport factor 2-like e BB745947
catalase NM_009804

FERM, RhoGEF and pleckstrin d BC009153
cell growth regulator with EF h: BC023116
ATPase, H+ transporting, lysosc AF326316
complement component 2 (witlNM_013484
acyl-Coenzyme A dehydrogenas AKO10568
solute carrier family 33 (acetyl- BM235996
methyltransferase like 7A1 AV171622
solute carrier family 35 (UDP-gl BB409668

0.0071 Aldh1l1 /// LOC10 aldehyde dehydrogenase 1 fam AK007822

0.0323 Nudt19
0.0034 Ace
0.0307 Shmt2
0.0321 Tfrc
0.0072 Zfp367
0.0003 Chst11
0.0438 2310046K01Rik
0.0227 Glb1l
0.0055 Proc
0.0054 1600021P15Rik
0.0073 Oxsm
0.0365 Fgf21
0.0029 Slc29a3
0.0047 Abcd3
0.0358 9630013D21Rik
0.0222 Abcb10
0.0164 Depdc?7
0.0066 9330129D05Rik
0.0004 Slc45a3
0.0358 Ankrd13c
0.0213 Slc41a2
0.0154 Sultlbl
0.0498 Chptl
0.0235 Tpk1l
0.001 2310039H08Rik

nudix (nucleoside diphosphate AK008430
angiotensin | converting enzym AW208573
serine hydroxymethyltransfera: BM222403
BB810450
zinc finger protein 367 BE629588
carbohydrate sulfotransferase : NM_021439
RIKEN cDNA 2310046K01 gene AK009850
NM_009752
protein C NM_008934
RIKEN cDNA 1600021P15 gene BB703667
3-oxoacyl-ACP synthase, mitoct C80494
NM_020013
solute carrier family 29 (nucleo: BB541271
ATP-binding cassette, sub-famil BC009119
RIKEN cDNA 9630013D21 gene BB126309
ATP-binding cassette, sub-famil AV382118
DEP domain containing 7 BC013499
RIKEN cDNA 9330129D05 gene BI901271
solute carrier family 45, membe BC024519
AV104707
solute carrier family 41, membe BC026874
sulfotransferase family 1B, mer NM_019878
choline phosphotransferase 1 BC016251
thiamine pyrophosphokinase BC023354
RIKEN cDNA 2310039H08 gene NM_025966

transferrin receptor

galactosidase, beta 1

fibroblast growth factor 21

ankyrin repeat domain 13c



ENSMUSG00000001700
ENSMUSG00000022742
ENSMUSG00000029830
ENSMUSG00000030556
ENSMUSG00000024130
ENSMUSG00000006395
ENSMUSG00000028461
ENSMUSG00000071253
ENSMUSG00000012123
ENSMUSG00000020521
ENSMUSG00000069867
ENSMUSG00000043929
ENSMUSG00000078566
ENSMUSG00000021792
ENSMUSG00000029776
ENSMUSG00000049744
ENSMUSG00000040263
ENSMUSG00000082394 /
ENSMUSG00000001755
ENSMUSG00000048731
ENSMUSG00000028991
ENSMUSG00000037814
ENSMUSG00000025558
ENSMUSG00000010025
ENSMUSG00000029047
ENSMUSG00000056692
ENSMUSG00000039197
ENSMUSG00000028943
ENSMUSG00000086881
ENSMUSG00000039062
ENSMUSG00000021974
ENSMUSG00000047284
ENSMUSG00000046404
ENSMUSG00000040213
ENSMUSG00000024869
ENSMUSG00000041625
ENSMUSG00000042410
ENSMUSG00000017309
ENSMUSG00000022546
ENSMUSG00000037315
ENSMUSG00000033863
ENSMUSG00000005320
ENSMUSG00000020680
ENSMUSG00000022875
ENSMUSG00000019872
ENSMUSG00000046982
ENSMUSG00000042988
ENSMUSG00000035891

1.33
1.33
1.33
1.33
1.33
1.33
1.33
1.33
1.33
1.33
1.33
1.32
1.32
1.32
1.32
1.32
1.32
1.32
1.32
1.32
1.32
1.32
1.32
1.32
131
131
131
131
131
131
131

13

13

13

13

13

13

13
1.29
1.29
1.29
1.29
1.28
1.28
1.28
1.28
1.28
1.28

0.0001 Gramd3
0.0398 Cpox
0.0051 Svopl
0.0014 Lrrc28
0.0302 Abca3
0.009 Hyi
0.0208 Ccdc107
0.0109 Slc25a16
0.0004 Aim1l
0.0341 Rnftl
0.0414 Pabpnil
0.0127 KlhI15
0.0161 Bnip3
0.0016 5730469M10Rik
0.0015 Hibadh
0.0427 Arhgap15
0.0206 Klhdc4

0.0124 Gm15361 /// Ube.

0.0229 Coasy
0.0115 Ggnbpl
0.0496 Mtor
0.0063 Larplb
0.0002 Dock9
0.008 Aldh3a2
0.024 Pex10
0.0048 D17Wsu92e
0.023 Adk
0.019 Espn
0.0152 ---
0.0485 Anpep
0.0245 Fgf9
0.0084 Neurl4
0.0279 Yod1
0.0482 Ccbl2
0.0306 Nudt8
0.046 A2id1
0.0164 Agps
0.0179 Cd300Ig
0.0482 Gpt
0.0366 Phfl6
0.005 KIf9
0.0365 Fgfrd
0.03 Taf15
0.0141 Kngl
0.0393 SmpdI3a
0.0005 Tshzl
0.021 Notum

AV259880
coproporphyrinogen oxidase BG067254
SV2 related protein homolog (r: Al481066

GRAM domain containing 3

leucine rich repeat containing 2 BI246669
ATP-binding cassette, sub-famil AKO07703
hydroxypyruvate isomerase hoi BC024619
coiled-coil domain containing 1 BC027414
solute carrier family 25 (mitoch AV316233
absent in melanoma 1-like BE948330
ring finger protein, transmembi AK002624
poly(A)binding protein nuclear BG067238
kelch-like 15 (Drosophila) BB357312
BCL2/adenovirus E1B interactin NM_009760
RIKEN cDNA 5730469M10 gene Al429609
3-hydroxyisobutyrate dehydrog BC003914
Rho GTPase activating protein 1AK018058
kelch domain containing 4 BC012312
ubiquitin-conjugating enzyme E AK009276
Coenzyme A synthase BC020046
gametogenetin binding protein AV279768
mechanistic target of rapamyciiNM_020009
La ribonucleoprotein domain fa BC025528
dedicator of cytokinesis 9 AA410148
aldehyde dehydrogenase family NM_007437
peroxisomal biogenesis factor 1BB753323

DNA segment, Chr 17, Wayne S BG069802

adenosine kinase NM_134079
espin NM_019585
--- AK007819

alanyl (membrane) aminopeptir NM_008486
fibroblast growth factor 9 NM_013518
neuralized homolog 4 (Drosoph AK002679
YOD1 OTU deubiquitinating en: BB201861
cysteine conjugate-beta lyase 2 BG094881
nudix (nucleoside diphosphate NM_025529
AlG2-like domain 1 BC006662
alkylglycerone phosphate synth BQ176868
CD300 antigen like family mem AK009375
glutamic pyruvic transaminase, AKO08086
BG064477
Kruppel-like factor 9 NM_010638
fibroblast growth factor receptt NM_008011
TAF15 RNA polymerase I, TATA AK011843
NM_023125

PHD finger protein 16

kininogen 1
sphingomyelin phosphodiesterc NM_020561
teashirt zinc finger family meml AvV291373
notum pectinacetylesterase ho BC025832

0.0464 Cerk /// LOC67642 ceramide kinase /// similar to C BI905090



ENSMUSG00000028189
ENSMUSG00000029455
ENSMUSG00000025871
ENSMUSG00000029053
ENSMUSG00000030688
ENSMUSG00000003123
ENSMUSG00000025262
ENSMUSG00000070661
ENSMUSG00000026781
ENSMUSG00000018932
ENSMUSG00000018166
ENSMUSG00000021226
ENSMUSG00000034947
ENSMUSG00000063683
ENSMUSG00000040548
ENSMUSG00000017713
ENSMUSG00000026664
ENSMUSG00000003746
ENSMUSG00000027957
ENSMUSG00000073418
ENSMUSG00000058446
ENSMUSG00000063455
ENSMUSG00000021846
ENSMUSG00000025321
ENSMUSG00000029772
ENSMUSG00000022562
ENSMUSG00000048486
ENSMUSG00000052102
ENSMUSG00000085069
ENSMUSG00000025795
ENSMUSG00000055435
ENSMUSG00000054226
ENSMUSG00000032978
ENSMUSG00000048578
ENSMUSG00000044221
ENSMUSG00000056131
ENSMUSG00000000959
ENSMUSG00000021306 /
ENSMUSG00000029545
ENSMUSG00000051169
ENSMUSG00000033318
ENSMUSG00000055013
ENSMUSG00000029017
ENSMUSG00000036779
ENSMUSG00000061838
ENSMUSG00000030945
ENSMUSG00000027698
ENSMUSG00000015337

1.28
1.28
1.28
1.28
1.28
1.28
1.28
1.28
1.27
1.27
1.27
1.27
1.27
1.27
1.27
1.27
1.27
1.27
1.27
1.27
1.27
1.27
1.27
1.27
1.27
1.27
1.27
1.27
1.26
1.26
1.26
1.26
1.26
1.26
1.26
1.26
1.26
1.26
1.26
1.26
1.25
1.25
1.25
1.25
1.25
1.25
1.25
1.25

0.0277 Ctbs
0.0158 Aldh2
0.0123 4833439L19Rik
0.0217 Prkcz
0.0366 Stard10
0.0344 Lipe
0.0304 Fam120c
0.0468 Rnf186
0.0064 Acbd5
0.0359 Map2k3
0.0188 Erbb3
0.026 Acot2
0.0162 Tmem106a
0.0498 Glyat
0.0008 Tex2
0.0497 Thal
0.003 Phyh
0.0299 Manla
0.0251 Hiatl
0.0211 C4db
0.0075 Znrf2
0.0409 D630045J12Rik
0.0017 Peli2
0.0102 Itgh8
0.0266 Ahcyl2
0.0499 Oplah
0.0214 Fitm2
0.0049 Gnpdal
0.0013 Gm13111
0.015 Rassf3
0.0198 Maf
0.0134 Tprkb
0.0165 Guca2b
0.0021 Mlec
0.0038 Grsfl
0.0343 Pgm3
0.0011 Oxall

0.0245 Gpr137b /// Gprl:

0.0278 Acads

0.0354 Rpusd3
0.0102 Gstt2

0.0266 Agapl
0.0199 Pmpcb
0.0076 Papd5
0.0043 Suclg2
0.0312 Acsm2
0.0192 Ncehl
0.0083 Endog

chitobiase, di-N-acetyl- BC022594
aldehyde dehydrogenase 2, mit Al462635
RIKEN cDNA 4833439L19 gene NM_029241

protein kinase C, zeta NM_008860
START domain containing 10 NM_019990
lipase, hormone sensitive NM_010719

family with sequence similarity BB023801
ring finger protein 186 BC011492
acyl-Coenzyme A binding doma AK005001
mitogen-activated protein kina: Al481780
v-erb-b2 erythroblastic leukemi BF140685
acyl-CoA thioesterase 2 NM_134188
transmembrane protein 106A BC022145

glycine-N-acyltransferase BC010799
testis expressed gene 2 BM239615
threonine aldolase 1 AK005036
phytanoyl-CoA hydroxylase NM_010726
mannosidase 1, alpha BB070019

hippocampus abundant gene tr BM208582
complement component 4B (Ct NM_009780
zinc and ring finger 2 AV226579
RIKEN cDNA D630045J12 gene AW558117
NM_033602
BB504737
S-adenosylhomocysteine hydro BG072404
5-oxoprolinase (ATP-hydrolysin BC025120

pellino 2

integrin beta 8

fat storage-inducing transmem| BB521491
glucosamine-6-phosphate dean NM_011937
predicted gene 13111 BB429361
Ras association (RalGDS/AF-6) ¢ BB703307
avian musculoaponeurotic fibrc BI466869
Tp53rk binding protein BC024858

guanylate cyclase activator 2b ( NM_008191

malectin BF682469
G-rich RNA sequence binding fa AV090328
phosphoglucomutase 3 AK013402
oxidase assembly 1-like BC027191

G protein-coupled receptor 137 AK009736
acyl-Coenzyme A dehydrogenas NM_007383
RNA pseudouridylate synthase AV299625
glutathione S-transferase, thet: BC012707
ArfGAP with GTPase domain, ar BE983523
peptidase (mitochondrial proce Al157548
PAP associated domain contain AV315131
succinate-Coenzyme A ligase, G BF608645
acyl-CoA synthetase medium-ct AlI987711
arylacetamide deacetylase-like AV369935

endonuclease G NM_007931



ENSMUSG00000048516
ENSMUSG00000042041
ENSMUSG00000031232
ENSMUSG00000085321
ENSMUSG00000051146
ENSMUSG00000041426
ENSMUSG00000027618
ENSMUSG00000022438
ENSMUSG00000022253
ENSMUSG00000020059
ENSMUSG00000024646
ENSMUSG00000038174
ENSMUSG00000085243
ENSMUSG00000047797
ENSMUSG00000020042
ENSMUSG00000069633
ENSMUSG00000040859
ENSMUSG00000086894
ENSMUSG00000038080
ENSMUSG00000020741
ENSMUSG00000045498
ENSMUSG00000044252
ENSMUSG00000029291
ENSMUSG00000018574
ENSMUSG00000022323
ENSMUSG00000060181
ENSMUSG00000020432
ENSMUSG00000044788
ENSMUSG00000060376
ENSMUSG00000021417
ENSMUSG00000042579
ENSMUSG00000025533
ENSMUSG00000033965
ENSMUSG00000005514
ENSMUSG00000018171
ENSMUSG00000022159
ENSMUSG00000018509
ENSMUSG00000036825
ENSMUSG00000028199
ENSMUSG00000070331
ENSMUSG00000039458
ENSMUSG00000011831
ENSMUSG00000043085
ENSMUSG00000028792
ENSMUSG00000041720
ENSMUSG00000022533
ENSMUSG00000028405
ENSMUSG00000024953

1.25
1.25
1.25
1.25
1.25
1.24
1.24
1.24
1.24
1.24
1.24
1.24
1.24
1.24
1.24
1.24
1.24
1.24
1.24
1.24
1.24
1.24
1.24
1.24
1.24
1.24
1.24
1.23
1.23
1.23
1.23
1.23
1.23
1.23
1.23
1.23
1.23
1.23
1.23
1.23
1.22
1.22
1.22
1.22
1.22
1.22
1.22
1.22

0.0148 Adam26a
0.0355 2010003K11Rik
0.0029 Magtl

0.0205 4930412F09Rik
0.0052 Camk2n2
0.0485 Hibch

0.0433 Nfsl

a disintegrin and metallopeptid AF167404
RIKEN cDNA 2010003K11 gene BC021951
magnesium transporter 1 NM_025952
RIKEN cDNA 4930412F09 gene AK015119
calcium/calmodulin-dependent AK013788
3-hydroxyisobutyryl-Coenzyme BC026437
nitrogen fixation gene 1 (S. cere NM_010911

0.006 LOC676024 /// Pai similar to parvin, beta /// parvii AF237770

0.0024 1110020GO09Rik
0.0358 Sycp3
0.0124 Cyb5
0.0041 Fam126b
0.0309 4930480K23Rik
0.0148 Gjb1l
0.0334 Btbd11
0.0068 Pexllc
0.0056 Bsdcl
0.0004 ---
0.0178 Kdm1b
0.011 1300001101Rik
0.018 Pcdhb3
0.0179 Osbplla
0.0124 Rufy3
0.041 Acadvl
0.0078 Hrsp12
0.0064 Slc35e3
0.0458 Tcn2
0.0417 Fads6
0.0498 Bckdha
0.0061 Peci
0.0065 4632404H12Rik
0.0131 Asl
0.007 Slcl6a2
0.0179 Por
0.044 Tmem49
0.0287 Rab2b
0.0027 Cenpv
0.0011 Ssx2ip
0.0012 Cryz
0.0217 Qrich2
0.0056 Mtmr12
0.0369 Evi5
0.0151 Tmem82

0.0439 Ak2 /// LOC10004

0.0308 Pidka

0.0328 Atp13a3

0.0173 Acol
9.51E-06 Prdx5

RIKEN cDNA 1110020G09 gene BB277742
synaptonemal complex protein NM_011517
cytochrome b-5 NM_025797
family with sequence similarity BB701297
RIKEN cDNA 4930480K23 gene BB751612
gap junction protein, beta 1 BC026833
BTB (POZ) domain containing 1. AK018115
peroxisomal biogenesis factor 1AK007582
BSD domain containing 1 BF729638
Al666381
lysine (K)-specific demethylase BM243793
RIKEN cDNA 1300001101 gene AK004841
protocadherin beta 3 NM_053128
oxysterol binding protein-like 1 NM_020573
RUN and FYVE domain containi AW494299
acyl-Coenzyme A dehydrogenas BC026559
heat-responsive protein 12 AK005016
solute carrier family 35, membe Al854658
transcobalamin 2 NM_015749
fatty acid desaturase domain fa BE136429
branched chain ketoacid dehyd NM_007533
peroxisomal delta3, delta2-eno AK009478
RIKEN cDNA 4632404H12 gene AK014549
NM_133768
solute carrier family 16 (monoc AW105741
P450 (cytochrome) oxidoreduct NM_008898
transmembrane protein 49 NM_029478
RAB2B, member RAS oncogene AK005230
AK014046

argininosuccinate lyase

centromere protein V
synovial sarcoma, X breakpoint NM_138744
BB793369
BG069309
myotubularin related protein 1. BB667459

crystallin, zeta

glutamine rich 2

ecotropic viral integration site £ Al255184
transmembrane protein 82 BC025833
adenylate kinase 2 /// similar tt NM_016895
phosphatidylinositol 4-kinase, c BM207220

ATPase type 13A3 BQO30867
aconitase 1 BC005454
peroxiredoxin 5 BC008174



ENSMUSG00000032372
ENSMUSG00000085236
ENSMUSG00000024150
ENSMUSG00000036687
ENSMUSG00000087313
ENSMUSG00000027690
ENSMUSG00000028444
ENSMUSG00000050022
ENSMUSG00000002831
ENSMUSG00000038388
ENSMUSG00000044197
ENSMUSG00000074466
ENSMUSG00000006818
ENSMUSG00000053334
ENSMUSG00000056687
ENSMUSG00000005299
ENSMUSG00000023832 /
ENSMUSG00000000934
ENSMUSG00000038712
ENSMUSG00000033327
ENSMUSG00000033308
ENSMUSG00000053453
ENSMUSG00000057614
ENSMUSG00000040752 /
ENSMUSG00000029136
ENSMUSG00000046079
ENSMUSG00000025466
ENSMUSG00000037287
ENSMUSG00000062181 /
ENSMUSG00000021629
ENSMUSG00000020091
ENSMUSG00000020664
ENSMUSG00000028427
ENSMUSG00000078593
ENSMUSG00000070730
ENSMUSG00000009112
ENSMUSG00000054263
ENSMUSG00000028982
ENSMUSG00000029868
ENSMUSG00000001211
ENSMUSG00000025702
ENSMUSG00000049276
ENSMUSG00000061175
ENSMUSG00000038195
ENSMUSG00000031402
ENSMUSG00000062054
ENSMUSG00000087122
ENSMUSG00000028124

1.22
1.22
1.22
1.22
1.22
1.22
1.22
1.22
1.22
1.22
1.22
1.22
1.22
1.21
1.21
1.21
1.21
1.21
1.21
1.21
1.21
1.21
1.21
1.21
1.21
1.21
1.21
1.21
1.21
1.21
1.21
1.21
1.21
1.21
1.21

1.2

1.2

1.2

1.2

1.2

1.2

1.2

1.2

1.2

1.2

1.2

1.2

1.2

0.0105 Plscr2
0.0277 2610206C17Rik
0.0029 Mcfd2
0.0021 Tmem184a
0.0145 Dleu2
0.0138 Slc2a2
0.0105 Cntfr

0.022 Amz1
0.0287 Plin4
0.0003 Mpp6
0.0247 Gprl46
0.0219 ---

0.004 Sod2
0.0083 Ficd

0.005 Gm11696
0.0425 Letm1l
0.0358 Acat2 /// Acat3

0.015 Toplmt
0.0059 Fam63a
0.0306 Tnxb
0.0048 Dpyd

phospholipid scramblase 2 NM_008880
RIKEN cDNA 2610206C17 gene AK011897
multiple coagulation factor defi BC0O03996
BC019731
deleted in lymphocytic leukemi BB812902
solute carrier family 2 (facilitate NM_031197

transmembrane protein 184a

ciliary neurotrophic factor recef NM_016673
archaelysin family metallopepti AV238106
NM_020568
membrane protein, palmitoylat AF199010

G protein-coupled receptor 14€ BI103049

perilipin 4

- BQ174086
superoxide dismutase 2, mitoct NM_013671
FIC domain containing C77487
predicted gene 11696 AV204118

leucine zipper-EF-hand containi BGO60855
acetyl-Coenzyme A acetyltransf AF356876
DNA topoisomerase 1, mitocho AF362952
family with sequence similarity BM118729
tenascin XB NM_031176
dihydropyrimidine dehydrogen. BC028831

0.0023 LOC100044980 /// similar to Thoc7 protein /// THC(NM_025435

0.0038 Gnail

0.0079 Myh6 /// Myh7

0.0379 Rbks

0.0146 Lrrc8d

0.0209 1810014F10Rik

0.0173 Thcel

0.0318 Es31/// Gm4738

0.0304 Slc30a5

0.0122 Eif4ebp2

0.0064 Dld

0.0189 Agp7

0.0122 1700042G07Rik

0.0262 Fam82a2
0.011 Bcl2113

0.0292 Lifr
0.028 Slc25a33
0.006 Trpv6

0.0192 Agpat3

0.0016

0.0018 Gm1549

0.0121 Fnip2

0.0242 Rilp

0.0283 Mppl

0.0272 lahl

0.0454 4930403D09Rik

0.0182 Gclm

8-Mar

guanine nucleotide binding pro U38501
myosin, heavy polypeptide 6, ccNM_080728
ribokinase BC023339
leucine rich repeat containing 8 BB315861
RIKEN cDNA 1810014F10 gene AK007494
tubulin folding cofactor E-like BB540721
esterase 31 /// predicted gene - BC019147
solute carrier family 30 (zinc tre NM_022885
eukaryotic translation initiation NM_010124
dihydrolipoamide dehydrogena Al647805
aquaporin 7 AB056091
RIKEN cDNA 1700042G07 gene AV046807
family with sequence similarity AKO04786
BCL2-like 13 (apoptosis facilitat BC027307
leukemia inhibitory factor rece; D17444
solute carrier family 25, membe BC011293
transient receptor potential cat NM_022413
1-acylglycerol-3-phosphate O-a NM_053014
membrane-associated ring fingt AK0O05032
predicted gene 1549 AJ319753
folliculin interacting protein 2 BB498793
Rab interacting lysosomal prote AI835553
membrane protein, palmitoylat BB373377
isoamyl acetate-hydrolyzing est AU016407
RIKEN cDNA 4930403D09 gene AV259068
glutamate-cysteine ligase, mod NM_008129



ENSMUSG00000013997
ENSMUSG00000024041
ENSMUSG00000024857
ENSMUSG00000040472
ENSMUSG00000024120
ENSMUSG00000015709
ENSMUSG00000038970
ENSMUSG00000022629
ENSMUSG00000019851
ENSMUSG00000046822
ENSMUSG00000004446
ENSMUSG00000023861
ENSMUSG00000036257
ENSMUSG00000047022
ENSMUSG00000073422
ENSMUSG00000018659
ENSMUSG00000029458
ENSMUSG00000042328
ENSMUSG00000040502
ENSMUSG00000031441 /
ENSMUSG00000025257
ENSMUSG00000021306
ENSMUSG00000015806
ENSMUSG00000068742
ENSMUSG00000020413
ENSMUSG00000042444
ENSMUSG00000041268
ENSMUSG00000055675
ENSMUSG00000085650
ENSMUSG00000022564
ENSMUSG00000052415
ENSMUSG00000038894
ENSMUSG00000029221
ENSMUSG00000068663
ENSMUSG00000032051
ENSMUSG00000005534
ENSMUSG00000024588
ENSMUSG00000044276
ENSMUSG00000036985
ENSMUSG00000024805
ENSMUSG00000031953
ENSMUSG00000004319
ENSMUSG00000041453
ENSMUSG00000029438
ENSMUSG00000020329
ENSMUSG00000066150
ENSMUSG00000087566
ENSMUSG00000078813

1.2

1.2

1.2

1.2

1.2

1.2
1.19
1.19
1.19
1.19
1.19
1.19
1.19
1.19
1.19
1.19
1.19
1.19
1.19
1.19
1.19
1.19
1.19
1.19
1.18
1.18
1.18
1.18
1.18
1.18
1.18
1.18
1.18
1.18
1.18
1.18
1.18
1.18
1.18
1.18
1.18
1.18
1.18
1.18
1.17
1.17
1.17
1.17

0.041 Nitl
0.0442 Cryaa
0.0056 Cabp2

1.48E-02 Rabggta

0.0088 Lrpprc
0.007 Arnt2
0.0026 Lmtk2
0.0244 Kif21a
0.0281 Perp
0.0128 Slc39a3
0.0014 Bid
0.0448 Brp44l
0.0003 Pnpla8
0.0035 Mipoll
0.0333 H2-Keb
0.0199 Pnpo
0.0124 Brap
0.0162 Hps4
0.0312
0.0445 Atplla
0.0319 Ribcl

9-Mar

0.0344 Gpr137b /// Gpril:

0.0359 Qdpr

0.0039 Cry2

0.0187 Husl

0.0185 Fam63b
0.0091 DmxI2

0.0182 Kbtbd11
0.0107 2310010J17Rik
0.0044 Grina

0.0419 Tchh

0.0131 Irs2

0.0058 Slc30a9
0.0119 Clec16a
0.0448 Fdx1

0.0057 Insr

0.0111 Fech

0.0436 4933427E11Rik
0.0204 Zdhhc9

nitrilase 1 BM121177
crystallin, alpha A AJ310308
calcium binding protein 2 NM_013878

Rab geranylgeranyl transferase, BC012214
leucine-rich PPR-motif containii BCO04681
aryl hydrocarbon receptor nucl Al428888
BM230794
kinesin family member 21A NM_016705
PERP, TP53 apoptosis effector NM_022032
solute carrier family 39 (zinc tre AV369681
BH3 interacting domain death : NM_007544
brain protein 44-like AV223468
patatin-like phospholipase dom BC019364

lemur tyrosine kinase 2

mirror-image polydactyly gene BE655476
H2-K region expressed gene 6 Al323545
pyridoxine 5'-phosphate oxidas NM_134021
BRCA1 associated protein NM_028227
Hermansky-Pudlak syndrome 4 NM_138646
membrane-associated ring fing BB366341
ATPase, class VI, type 11A NM_015804
RIB43A domain with coiled-coil NM_025660
G protein-coupled receptor 137 BB726971
quinoid dihydropteridine reduc BC002107
cryptochrome 2 (photolyase-lik BF303057
NM_008316
family with sequence similarity AV229336
Dmx-like 2 AK018275
kelch repeat and BTB (POZ) dor BG807055
RIKEN cDNA 2310010J17 gene AA275039
glutamate receptor, ionotropic, NM_023168
Al597080
BE199054
solute carrier family 30 (zinc tre BB117951
C-type lectin domain family 16, BB315720

Hus1 homolog (S. pombe)

trichohyalin

insulin receptor substrate 2

ferredoxin 1 D43690
insulin receptor NM_010568
ferrochelatase NM_007998

RIKEN cDNA 4933427E11 gene AK016947
zinc finger, DHHC domain contc Al875447

0.0364 LOC100048247 //; similar to polycomb group ring AK002387

0.0497 Tmem170
0.0115 Clcn3

0.0446 Rpl21

0.0323 Bcl7a

0.0438 Polrmt

0.0186 Slc31al

0.0425 C920006011Rik
0.0296 Lengl

transmembrane protein 170  AI593513
chloride channel 3 NM_007711
ribosomal protein L21 BG922742
B-cell CLL/lymphoma 7A BC017640

polymerase (RNA) mitochondrii BB739221
solute carrier family 31, membe AV287019
RIKEN cDNA C920006011 gene BB552195
leukocyte receptor cluster (LRC BC023108



ENSMUSG00000034269
ENSMUSG00000054509
ENSMUSG00000026691
ENSMUSG00000032477
ENSMUSG00000027560
ENSMUSG00000034563
ENSMUSG00000020634
ENSMUSG00000031438
ENSMUSG00000035277
ENSMUSG00000025497
ENSMUSG00000075302
ENSMUSG00000038351
ENSMUSG00000035093
ENSMUSG00000079994
ENSMUSG00000027243
ENSMUSG00000033111
ENSMUSG00000031776
ENSMUSG00000000563
ENSMUSG00000026991
ENSMUSG00000032314
ENSMUSG00000048787
ENSMUSG00000025885
ENSMUSG00000026885
ENSMUSG00000020359
ENSMUSG00000053799
ENSMUSG00000005125
ENSMUSG00000036885
ENSMUSG00000059316
ENSMUSG00000040420
ENSMUSG00000060420
ENSMUSG00000050965
ENSMUSG00000031485
ENSMUSG00000034190
ENSMUSG00000042605
ENSMUSG00000042419
ENSMUSG00000039196
ENSMUSG00000036403
ENSMUSG00000002204
ENSMUSG00000025245
ENSMUSG00000041975
ENSMUSG00000026385
ENSMUSG00000026224
ENSMUSG00000066324
ENSMUSG00000036918
ENSMUSG00000021552
ENSMUSG00000021902
ENSMUSG00000079659
ENSMUSG00000025651

1.17
1.17
1.17
1.17
1.17
1.17
1.17
1.17
1.17
1.17
1.17
1.17
1.17
1.17
1.17
1.17
1.17
1.17
1.17
1.17
1.17
1.17
1.17
1.16
1.16
1.16
1.16
1.16
1.16
1.16
1.16
1.16
1.16
1.16
1.16
1.16
1.16
1.16
1.16
1.16
1.16
1.16
1.16
1.16
1.16
1.16
1.16
1.16

0.0324 Setd5
0.0494 Parp4
0.045 Fmo3
0.0073 Cdc25a
0.013 Dok5
0.0115 Ccpgl
0.0065 Ubxn2a
0.0093 Rnf128

SET domain containing 5 BI739725
poly (ADP-ribose) polymerase f:BB552308
flavin containing monooxygena NM_008030
cell division cycle 25 homolog A C76119

docking protein 5 NM_029761
cell cycle progression 1 BC006717
UBX domain protein 2A AV174556
ring finger protein 128 AK004847

0.0316 Arx /// LOC10004 aristaless related homeobox //, BB322201

0.0127 Cdhr5
0.0236 4933404MO02Rik
0.0071 Sgsm?2
0.0437 Secisbp2l
0.0341 Sox1
0.0241 Harbil

0.007 3830406C13Rik
0.0102 Arl2bp
0.0379 Atp5fl
0.0008 Pkp4
0.0476 Etfa

0.003 Dcuni1d3
0.0012 Myo5b
0.0312 Ttll11
0.0149 Agxt2I2
0.0183 Exoc6
0.0062 Ndrgl
0.0083 4631416L12Rik
0.0046 Slc27a4
0.0375 Cdh18
0.0318 Vmn1r62
0.0101 Prkca
0.0106 Prosc
0.0114 Chmp7

cadherin-related family membe AF462391
RIKEN cDNA 4933404M02 gene AK017113
small G protein signaling modul BB496468
SECIS binding protein 2-like NM_133725
SRY-box containing gene 1 NM_009233
harbinger transposase derived BE630303
RIKEN cDNA 3830406C13 gene BB763097
ADP-ribosylation factor-like 2 b NM_024191
ATP synthase, H+ transporting, AK019459
plakophilin 4 AW764208
electron transferring flavoprote BC003432
DCN1, defective in cullin neddy BM195516
myosin VB AW546331
tubulin tyrosine ligase-like fami AV266869
alanine-glyoxylate aminotransfi BC024461
exocyst complex component 6 BC026859
N-myc downstream regulated g NM_008681
RIKEN cDNA 4631416L12 gene BB774721

solute carrier family 27 (fatty acBC023114

cadherin 18 BG069814
vomeronasal 1 receptor 62 NM_030741
protein kinase C, alpha BM246539

proline synthetase co-transcrib: AV072100
CHMP family, member 7 BC024115

0.0178 Atxn2 /// LOC100C ataxin 2 /// similar to ataxin 2 AW544490

0.0091 Nfkbill
0.0482 Orm1
0.0361 Cep135
0.0233 Napsa

0.018 Lztfll
0.0319 Mettl8
0.0312 Dbi
0.0249 4933407L21Rik
0.0033 Impad1
0.0154 Ttc7

0.02 Gkapl
0.0117 Phf7
0.0403 4930420K17Rik
0.0042 Ugcrcl

nuclear factor of kappa light po NM_010909

orosomucoid 1 BE628912
centrosomal protein 135 AV299234
napsin A aspartic peptidase AW105774

leucine zipper transcription fact NM_033322
BC004636
diazepam binding inhibitor NM_007830
RIKEN cDNA 4933407L21 gene AK016730

methyltransferase like 8

inositol monophosphatase dorr BG797423
tetratricopeptide repeat domai BG866904
NM_019832
PHD finger protein 7 Al427892
RIKEN cDNA 4930420K17 gene BF453911
ubiquinol-cytochrome c reduct: AK0O04031

G kinase anchoring protein 1



ENSMUSG00000072566
ENSMUSG00000031434
ENSMUSG00000040761
ENSMUSG00000027668
ENSMUSG00000026031
ENSMUSG00000021785
ENSMUSG00000034135
ENSMUSG00000026003
ENSMUSG00000021240
ENSMUSG00000060733
ENSMUSG00000068290
ENSMUSG00000031860
ENSMUSG00000041471
ENSMUSG00000042460
ENSMUSG00000060681
ENSMUSG00000024772
ENSMUSG00000017943
ENSMUSG00000054537
ENSMUSG00000025155
ENSMUSG00000038246
ENSMUSG00000026245
ENSMUSG00000060032
ENSMUSG00000041168
ENSMUSG00000014907
ENSMUSG00000059605
ENSMUSG00000043881
ENSMUSG00000038485
ENSMUSG00000064063
ENSMUSG00000038775
ENSMUSG00000062209
ENSMUSG00000040938
ENSMUSG00000015846
ENSMUSG00000032245
ENSMUSG00000045691
ENSMUSG00000002897
ENSMUSG00000024483
ENSMUSG00000057054
ENSMUSG00000034390
ENSMUSG00000039473
ENSMUSG00000031955
ENSMUSG00000026638
ENSMUSG00000038167
ENSMUSG00000057531
ENSMUSG00000054499
ENSMUSG00000047040
ENSMUSG00000072741 /
ENSMUSG00000020840
ENSMUSG00000071477

1.15
1.15
1.15
1.15
1.15
1.15
1.15
1.15
1.15
1.15
1.15
1.15
1.15
1.15
1.15
1.15
1.15
1.15
1.15
1.15
1.15
1.15
1.15
1.15
1.15
1.15
1.15
1.14
1.14
1.14
1.14
1.14
1.14
1.14
1.14
1.14
1.14
1.14
1.14
1.14
1.14
1.14
1.14
1.14
1.14
1.14
1.14
1.14

0.0003 Pvtl
0.0496 Morc4
0.0189 Spen
0.0059 Mfnl
0.0171 Cflar
0.011 Nglyl
0.041 Sik3
0.0201 Acadl
0.0079 Abcd4
0.0432 Ipmk
0.0145 Ddrgkl
0.0146 Pbx4
0.0301 Fam35a
0.0157 Clgaltl
0.0185 Slc9ab
0.0134 Ehd1l
0.0406 Gdap1lll
0.0025 Tmprsslle
0.0068 Dus1l
0.0321 Fam50b
0.0097 Farsb
0.006 H2afj
0.0235 Lonp1l
0.0221 Nafl

plasmacytoma variant transloc: BE956863
microrchidia 4 AV036158
SPEN homolog, transcriptional INM_019763

mitofusin 1 AK018181
CASP8 and FADD-like apoptosis BC023121
N-glycanase 1 NM_021504
SIK family kinase 3 BB327032

acyl-Coenzyme A dehydrogenas BB728073
ATP-binding cassette, sub-famil NM_008992
inositol polyphosphate multikin AK010523
DDRGK domain containingl  AV006771
pre-B-cell leukemia homeobox NM_030555
family with sequence similarity BE630700
core 1 synthase, glycoprotein-N NM_052993
solute carrier family 9 (sodium/BB611738
EH-domain containing 1 NM_010119
ganglioside-induced differentia BC019941
transmembrane protease, serir BB148290
dihydrouridine synthase 1-like (BC019480
family with sequence similarity NM_138746
phenylalanyl-tRNA synthetase, BC016428
H2A histone family, memberJ BF661121
lon peptidase 1, mitochondrial AK004820
nuclear assembly factor 1 hom¢BM502329

0.0031 Gm5785 /// LOC1( predicted gene 5785 /// similar AV369309

0.0478 Kbtbd7
0.0077 Socs7
0.0409 BC048507
0.0338 Vill
0.0319 Erbb4
0.0041 Slcl6all
0.0407 Rxra
0.0339 CIn6
0.0299 Thtpa
0.0103 Il17ra

kelch repeat and BTB (POZ) dor AK003597
suppressor of cytokine signaling NM_138657
cDNA sequence BC048507 AV208159
villin-like BC021808
v-erb-a erythroblastic leukemia AF059177
solute carrier family 16 (monoc BM938327
retinoid X receptor alpha U77683
ceroid-lipofuscinosis, neuronal BB514333
Bl082282

AK010040

thiamine triphosphatase

interleukin 17 receptor A

0.0415 Ankhd1 /// Eif4eb| ankyrin repeat and KH domain (BF168124

0.0213 Incal

0.0098 4933407C03Rik

0.0222 Ubnl

0.0068 Bcarl

0.0394 Irf6

0.0161 Plekhg6
0.0399 Dtnbpl
0.0395 Dedd2

0.0141 Prr15l

0.0328 1700110101Rik
0.0468 BImh

0.0186 Zfp777

inhibitor of CDK, cyclin Al inter AA215276
RIKEN cDNA 4933407C03 gene BB324697
ubinuclein 1 BB463209
breast cancer anti-estrogen res BB251739
interferon regulatory factor 6 NM_016851
pleckstrin homology domain co BC026778
dystrobrevin binding protein 1 AK017400
death effector domain-containi AK010701
proline rich 15-like AV288135
RIKEN cDNA 1700110101 gene AKO007159
AV149605

AK010853

bleomycin hydrolase

zinc finger protein 777



ENSMUSG00000036553 1.14 0.038 Sh3tcl SH3 domain and tetratricopept BC024909
ENSMUSG00000033161 1.14  0.0047 Atplal ATPase, Na+/K+ transporting, a BC025618
ENSMUSG00000033624 1.14  0.0445 4930402E16Rik  RIKEN cDNA 4930402E16 gene BB667201
ENSMUSG00000026269 1.14 0.0079 Rnpepll arginyl aminopeptidase (amino BB540667
ENSMUSG00000034667 1.14 0.0003 Xpot exportin, tRNA (nuclear export AK003432
ENSMUSG00000028559 1.14 0.0386 Osbpl9 oxysterol binding protein-like 9 Al875733
ENSMUSG00000086330 1.14 0.0451 1700007J10Rik RIKEN cDNA 1700007J10 gene AKO005722
ENSMUSG00000036285 1.13 0.0168 2610024G14Rik  RIKEN cDNA 2610024G14 gene NM_019836
ENSMUSG00000044308 1.13 4.00E-05 Ubr3 ubiquitin protein ligase E3 com|BB667784
ENSMUSG00000009681 1.13  0.0209 Bcr breakpoint cluster region AI853148
ENSMUSG00000011486 1.13 0.0073 SIc25a41 solute carrier family 25, membe AI507137
ENSMUSG00000025791 1.13  0.0466 Pgm2 phosphoglucomutase 2 BC008527
ENSMUSG00000034613 1.13 0.0313 Ppm1h protein phosphatase 1H (PP2CBB283101
ENSMUSG00000025178 1.13 0.0208 Pidk2a phosphatidylinositol 4-kinase tyBB208212
ENSMUSG00000049354 / 1.13 0.0218 Dcaf7 DDB1 and CUL4 associated fact BI082535
ENSMUSG00000039164 1.13 0.0446 Naifl nuclear apoptosis inducing fact AK009216
ENSMUSG00000032109 1.13 0.034 Nirx1 NLR family member X1 BB830346
ENSMUSG00000034684 1.13  0.0072 Sema3f sema domain, immunoglobulin BC010976
ENSMUSG00000027194 1.13 0.0318 Ttcl7 tetratricopeptide repeat domai AK018641
ENSMUSG00000034247 1.13 0.0114 Plekhm1 pleckstrin homology domain co BB528702
ENSMUSG00000024975 1.13 0.0321 Pdcd4 programmed cell death 4 NM_011050
ENSMUSG00000008976 1.13 0.0098 Gabpa GA repeat binding protein, alph NM_008065
ENSMUSG00000030884 1.13 0.0191 Uqcrc2 ubiquinol cytochrome c reduct: BG075002
ENSMUSG00000031930 1.13 0.0103 Wwp2 WW domain containing E3 ubic AKO04087
ENSMUSG00000055362 1.13 7.60E-03 A330084C13Rik  RIKEN cDNA A330084C13 gene BB194610
ENSMUSG00000003070 1.13  0.0116 Efna2 ephrin A2 NM_007909
ENSMUSG00000045038 1.13 0.0471 Prkce protein kinase C, epsilon NM_011104
ENSMUSG00000074656 1.13 0.0412 Eif2s2 eukaryotic translation initiation AA985754
ENSMUSG00000025209 1.13 0.002 Peol progressive external ophthalmc¢BB550758
ENSMUSG00000033577 1.13  0.0161 Myo6 myosin VI BE133806
ENSMUSG00000032536 1.12 0.0159 Trakl trafficking protein, kinesin bind BB010301
ENSMUSG00000086270 1.12  0.0364 A430075N02 hypothetical protein A430075N BB206430
ENSMUSG00000085137 1.12  0.0451 - - AK020406
ENSMUSG00000070493 1.12 0.036 Chchd2 /// LOC10t coiled-coil-helix-coiled-coil-heli; BI694986
ENSMUSG00000051390 1.12 0.0281 Zbtb22 zinc finger and BTB domain con BC026964
ENSMUSG00000054545 1.12 0.0094 Ugtlal/// Ugtlal UDP glucuronosyltransferase 1 BC019434
ENSMUSG00000001151 1.12 0.0422 Pcnt pericentrin (kendrin) BG069597
ENSMUSG00000017747 1.12 0.0444 Ghdc GH3 domain containing NM_031871
ENSMUSG00000026721 1.12 0.0177 Rabgapll RAB GTPase activating protein :NM_013862
ENSMUSG00000031299 1.12 0.0461 Pdhal pyruvate dehydrogenase E1 alp NM_008810
ENSMUSG00000027419 / 1.12 0.0447 Pcsk2 proprotein convertase subtilisir AK018159
ENSMUSG00000025027 1.12 0.0495 Xpnpepl X-prolyl aminopeptidase (amincNM_133216
ENSMUSG00000023010 1.12 0.0133 Tmbim6 transmembrane BAX inhibitor r BCO05588
ENSMUSG00000051427 1.12  0.0433 Ccdc157 coiled-coil domain containing 1 BE952263
ENSMUSG00000031467 1.12 0.0389 Agpat5 1-acylglycerol-3-phosphate 0-a BG065500
ENSMUSG00000055652 1.12  0.0349 KiIhI25 kelch-like 25 (Drosophila) AK012967
ENSMUSG00000021774 1.12 0.0467 Ube2el ubiquitin-conjugating enzyme ENM_009455
ENSMUSG00000036820 1.12  0.0152 Amdhd2 amidohydrolase domain contail AV298377



ENSMUSG00000022982
ENSMUSG00000051198
ENSMUSG00000028692
ENSMUSG00000022768
ENSMUSG00000039278
ENSMUSG00000033730
ENSMUSG00000060477
ENSMUSG00000024395
ENSMUSG00000025509
ENSMUSG00000064373
ENSMUSG00000028964
ENSMUSG00000061130
ENSMUSG00000025912
ENSMUSG00000086271
ENSMUSG00000041997
ENSMUSG00000020549
ENSMUSG00000047417
ENSMUSG00000039828
ENSMUSG00000000631
ENSMUSG00000027602
ENSMUSG00000048707
ENSMUSG00000019977
ENSMUSG00000064367
ENSMUSG00000020581
ENSMUSG00000033722
ENSMUSG00000009739
ENSMUSG00000031706
ENSMUSG00000029198
ENSMUSG00000034919
ENSMUSG00000040877
ENSMUSG00000030963
ENSMUSG00000029714
ENSMUSG00000034088
ENSMUSG00000032534
ENSMUSG00000003721
ENSMUSG00000038291
ENSMUSG00000084128
ENSMUSG00000061273
ENSMUSG00000035069
ENSMUSG00000032513
ENSMUSG00000038451
ENSMUSG00000025085
ENSMUSG00000047843
ENSMUSG00000032758
ENSMUSG00000025607
ENSMUSG00000064177
ENSMUSG00000046727
ENSMUSG00000039307

1.12
1.12
1.12
1.12
1.12
1.11
111
1.11
111
1.11
111
1.11
111
1.11
111
1.11
111
1.11
111
1.11
111
1.11
111
1.11
111
1.11
11
11
11
11
11
11
11
11
11
11
11
11
11
11
11
11
11
11
11
11
1.09
1.09

0.0157 Sod1
0.0307 4930548G14Rik
0.0024 Akrlad
0.0333 Ccdcl16
0.0069 Pcskln
0.0101 Egr3
0.0434 Irak2
0.0453 Lims2
0.0291 Pnpla2
0.0201 Seppl
0.0412 Park7

superoxide dismutase 1, solubl¢ BC002066
RIKEN cDNA 4930548G14 gene AK016069
aldo-keto reductase family 1, m AK009462
coiled-coil domain containing 1 AK015290
proprotein convertase subtilisir AF181560
early growth response 3 NM_018781
interleukin-1 receptor-associat¢ AV241470

LIM and senescent cell antigen BC010816

patatin-like phospholipase dom AK003207

selenoprotein P, plasma, 1 BC001991

Parkinson disease (autosomal r BC002187

0.0004 Gm7895 /// Ppm1 predicted gene 7895 /// proteir AJ271836

0.0322 Mybl1
0.0497 2410007B07Rik
0.0167 TIk1
0.0038 Elac2
0.0186 Rexol
0.0197 Wdr70
0.0141 Myo18a
0.0254 Maplic3a
0.0442 Tprn
0.0218 Hbs1l
0.0114 Gm4076
0.0263 Agr2
0.0338 BC034090
0.0212 Pou6fl
0.0385 Rfx1
0.0112 Grpell
0.0079 Ttc22
0.0471 Wdr25
0.036 Umod
0.041 Gigyfl
0.0142 Hdlbp
0.0242 Cep63
0.0389 Insig2
0.0165 Snx25
0.0322 Esrp2
0.0101 Mmgtl
0.0433 Omal
0.0419 Goraspl
0.0363 Spsb2
0.0147 Ablim1
0.0028 Bri3
0.0266 Kap
0.0423 Copg2
0.0336 Ghrl
0.0122 0610010012Rik
0.0255 Hexdc

myeloblastosis oncogene-like 1 L35261
RIKEN cDNA 2410007B07 gene AK010436
BB749708
elaC homolog 2 (E. coli) NM_023479
REX1, RNA exonuclease 1 homc AK012127

tousled-like kinase 1

WD repeat domain 70 BQ174579
myosin XVIIIA AB026497
microtubule-associated protein BC010596
taperin BF582414
Hbs1-like (S. cerevisiae) NM_019702
predicted gene 4076 BC004015

anterior gradient 2 (Xenopus la AV066597
cDNA sequence BC034090 B1738434
POU domain, class 6, transcript NM_010127
regulatory factor X, 1 (influence NM_009055

GrpE-like 1, mitochondrial NM_024478
tetratricopeptide repeat domai BBO05679
WD repeat domain 25 BB352668
uromodulin BC012973

GRB10 interacting GYF protein BI688428
high density lipoprotein (HDL) k BG065877

centrosomal protein 63 BG061859
insulin induced gene 2 AV257512
sorting nexin 25 AV351081

epithelial splicing regulatory priC79787
membrane magnesium transpo BB262218
OMA1 homolog, zinc metallope BC016238
golgi reassembly stacking prote AV094567
splA/ryanodine receptor domai NM_013539
BG065289
NM_018772
kidney androgen regulated protNM_010594

actin-binding LIM protein 1

brain protein I3

coatomer protein complex, sub NM_017478
ghrelin AB035701
RIKEN cDNA 0610010012 gene AK002512
hexosaminidase (glycosyl hydrc BF582632



ENSMUSG00000002949
ENSMUSG00000003308
ENSMUSG00000020368
ENSMUSG00000045455 /
ENSMUSG00000027845
ENSMUSG00000039840
ENSMUSG00000030554
ENSMUSG00000034639
ENSMUSG00000024527
ENSMUSG00000029467
ENSMUSG00000029032
ENSMUSG00000075706
ENSMUSG00000020096
ENSMUSG00000058779 /
ENSMUSG00000021102
ENSMUSG00000014294
ENSMUSG00000045179
ENSMUSG00000006373
ENSMUSG00000058444
ENSMUSG00000025557
ENSMUSG00000076471
ENSMUSG00000034557
ENSMUSG00000034126
ENSMUSG00000024661
ENSMUSG00000032050
ENSMUSG00000029199
ENSMUSG00000025537
ENSMUSG00000043257
ENSMUSG00000029454
ENSMUSG00000035596
ENSMUSG00000022827
ENSMUSG00000042628
ENSMUSG00000027808
ENSMUSG00000023977
ENSMUSG00000031447
ENSMUSG00000049090
ENSMUSG00000024077
ENSMUSG00000028914
ENSMUSG00000063856
ENSMUSG00000057132
ENSMUSG00000072115
ENSMUSG00000021943
ENSMUSG00000087471
ENSMUSG00000060311
ENSMUSG00000051242
ENSMUSG00000024672
ENSMUSG00000053054
ENSMUSG00000003206

1.09
1.09
1.09
1.09
1.09
1.09
1.09
1.09
1.09
1.09
1.09
1.09
1.09
1.09
1.08
1.08
1.08
1.08
1.08
1.08
1.08
1.08
1.08
1.08
1.08
1.08
1.08
1.07
1.07
1.07
1.07
1.07
1.07
1.07
1.06
1.06
1.05
1.05
1.04
-8.6
-3.49
-3.01
-2.56
-2.3
-2.25
-2.13
-1.91
-1.73

0.0038 Timm44
0.0232 Keapl

0.024 Canx

0.014 Timm8al
0.0399 Dclrelb
0.0436 5430411K18Rik
0.0282 Synm
0.0157 Setmar

translocase of inner mitochond NM_011592
kelch-like ECH-associated prote AW764104
calnexin BI653492
translocase of inner mitochond W82151
DNA cross-link repair 1B, PSO2 NM_133865
RIKEN cDNA 5430411K18 gene AK017297
synemin, intermediate filament AI594683

SET domain and mariner transp AK017895

0.0386 Afg3I2 /// LOC100 AFG3(ATPase family gene 3)-lik AW546149

0.0072 Atp2a2
0.0441 Arhgefl6
0.0264 Gpx4
0.035 Thata
0.004 Tomm20
0.0077 Glrx5
0.0349 Ndufa2
0.0117 Sox3
0.0486 Pgrmcl
0.0428 Map2k5
0.04 SIc15a1
0.041 Tcrb-J
0.031 Zfyve9
0.0202 Pomt2
0.0031 Fthl
0.0136 Rdx
0.0421 Lias

ATPase, Ca++ transporting, carc NM_009722
Rho guanine nucleotide exchan BB235768
AF274027
thymus, brain and testes associ AF257503

glutathione peroxidase 4

translocase of outer mitochond AK002902
glutaredoxin 5 homolog (S. cere BG069790
NADH dehydrogenase (ubiquintNM_010885
SRY-box containing gene 3 AV306664
progesterone receptor membrz AI574180
mitogen-activated protein kina:NM_011840
solute carrier family 15 (oligope NM_053079
T-cell receptor beta, joining reg M31648
zinc finger, FYVE domain contai BB532985

protein-O-mannosyltransferase AF246235

ferritin heavy chain 1 AK002778
radixin NM_009041
lipoic acid synthetase NM_024471

0.0397 LOC100047682 //; similar to phosphorylase kinase NM_011079

0.0193 Pigv
0.0471 Mapkapk5
0.0487 Mboat7
0.0202 Rabl3
0.0172 Zfyvel
0.0262 Serpl
0.041 Ubr2
0.0076 Lampl
0.0237 Zadh2
0.0397 Strn
0.0358 Casp9
0.0086 Gpx1
0.0154 Rpgripl
0.0226 Ang
0.0014 Gdf10
0.0249 ---
0.0261 Mucll
0.0329 Pcdhb9
0.0021 Ms4a7
0.0404 Adh6a
0.0064 Ebi3

phosphatidylinositol glycan anc BB322160
MAP kinase-activated protein k NM_010765
membrane bound O-acyltransfe BC023417
RAB, member of RAS oncogene NM_026297
zinc finger, FYVE domain contai AV327165
stress-associated endoplasmic 1 BF658806
ubiquitin protein ligase E3 com| Al646734
lysosomal-associated membran NM_010684
zinc binding alcohol dehydrogel BC025897
striatin, calmodulin binding pro NM_011500
AB019601
BI219063
retinitis pigmentosa GTPase reg NM_023879

caspase 9

glutathione peroxidase 1

angiogenin, ribonuclease, RNas NM_007447
growth differentiation factor 1(L42114

- AV372127
mucin-like 1 NM_009268
protocadherin beta 9 NM_053134

membrane-spanning 4-domain: BC024402
alcohol dehydrogenase 6A (clas AKO07397
Epstein-Barr virus induced gene NM_015766



ENSMUSG00000029838
ENSMUSG00000051506
ENSMUSG00000037572
ENSMUSG00000031740
ENSMUSG00000022665
ENSMUSG00000054555
ENSMUSG00000057130
ENSMUSG00000000957
ENSMUSG00000041028
ENSMUSG00000054404
ENSMUSG00000074043
ENSMUSG00000027848
ENSMUSG00000029254
ENSMUSG00000060572
ENSMUSG00000026837
ENSMUSG00000040229
ENSMUSG00000045551
ENSMUSG00000031461
ENSMUSG00000022055
ENSMUSG00000021319
ENSMUSG00000021745
ENSMUSG00000038677
ENSMUSG00000028339
ENSMUSG00000040552
ENSMUSG00000044350
ENSMUSG00000031595
ENSMUSG00000037664
ENSMUSG00000048126
ENSMUSG00000001506
ENSMUSG00000046318
ENSMUSG00000020388
ENSMUSG00000027834
ENSMUSG00000017754
ENSMUSG00000061577
ENSMUSG00000028076
ENSMUSG00000052270
ENSMUSG00000015355
ENSMUSG00000022014
ENSMUSG00000001128
ENSMUSG00000032554
ENSMUSG00000043832
ENSMUSG00000087651
ENSMUSG00000021994
ENSMUSG00000039542
ENSMUSG00000073412
ENSMUSG00000032366
ENSMUSG00000030147 /
ENSMUSG00000040998

-1.72
-1.71

-1.7
-1.68
-1.66
-1.65
-1.64
-1.64

-1.6
-1.59
-1.56
-1.55
-1.54
-1.54
-1.53
-1.52
-1.51
-1.51
-1.51
-1.51
-1.51

-1.5

-1.5

-1.5
-1.49
-1.49
-1.48
-1.48
-1.46
-1.46
-1.45
-1.45
-1.44
-1.44
-1.44
-1.44
-1.44
-1.43
-1.43
-1.42
-1.42
-1.41
-1.41
-1.41
-1.41
-1.41

-1.4

-1.4

0.0158 Ptn
0.008 Wdfy4
0.0019 Wdhd1
0.0023 Mmp2
0.0036 Ccdc80
0.0129 Adam12
0.0052 Txnl4a
0.0047 Mmp14
0.0066 Ghitm
0.006 SIfn5
0.0198 Ankrd11
0.0321 OIfmI3

pleiotrophin BC002064
WD repeat and FYVE domain cc BM222853
WD repeat and HMG-box DNA | C77437
matrix metallopeptidase 2 NM_008610
coiled-coil domain containing 8 BG074158

a disintegrin and metallopeptid NM_007400
thioredoxin-like 4A NM_025299
matrix metallopeptidase 14 (m¢ NM_008608

growth hormone inducible tran BC010224

schlafen 5 BB134615
ankyrin repeat domain 11 W14742
olfactomedin-like 3 NM_133859

0.0046 LOC100047840 //; similar to stem cell adaptor pro NM_019992

0.0052 Mfap2
0.0087 Col5al1
0.0281 Gpr34
0.0079 Fprl
0.0078 Myom2
0.0093 Nefl
0.0146 Sfrp4
0.0154 Ptprg
0.0453 Scube3
0.0085 Col15al
0.0104 C3arl
0.0001 9030625A04Rik
0.0339 Pdgfrl
0.0262 Cdknlc
0.0066 Col6a3
0.036 Collal
0.0171 Ccbel
0.0023 Pdlim4
0.0004 Serpinil
0.0006 Pltp
0.0121 Gpril4d
0.0028 Cd1d1
0.0086 Fpr2
0.0342 Cd48
0.0241 Epstil
0.0436 Cfp
0.0033 Trf
0.0013 Clec4a3
1.91E-05 1500009L16Rik
0.0157 Wnt5a
0.0227 Ncaml
0.0052 Lstl
0.0263 Tpm1l

microfibrillar-associated proteit NM_008546
collagen, type V, alpha 1 AW744319
G protein-coupled receptor 34 NM_011823
NM_013521
BB474208

formyl peptide receptor 1
myomesin 2
neurofilament, light polypeptid M20480
secreted frizzled-related proteil BB221995
protein tyrosine phosphatase, r NM_008981
signal peptide, CUB domain, EG BB484128
collagen, type XV, alpha 1 AF011450
complement component 3a rec NM_009779
RIKEN cDNA 9030625A04 gene AV373606
platelet-derived growth factor 1 AK0O04179
cyclin-dependent kinase inhibit NM_009876
AF064749
collagen, type |, alpha 1 u08020
collagen and calcium binding ECBB197647
PDZ and LIM domain 4 NM_019417
serine (or cysteine) peptidase ir NM_009250
phospholipid transfer protein  NM_011125
G protein-coupled receptor 114 BB005315

collagen, type VI, alpha 3

CD1d1 antigen NM_007639
formyl peptide receptor 2 NM_008039
CD48 antigen BE634960

epithelial stromal interaction 1 AK017174
complement factor properdin  BB800282
transferrin AF440692
C-type lectin domain family 4, r AK014135
RIKEN cDNA 1500009L16 gene BB181468
wingless-related MMTYV integra BB067079
neural cell adhesion molecule 1BB698413
leukocyte specific transcript 1  U72644

tropomyosin 1, alpha AK002271

0.0043 Clec4a2 /// Clec4b C-type lectin domain family 4, r BC006623

0.0031 Npnt

nephronectin NM_033525



ENSMUSG00000026712
ENSMUSG00000075324
ENSMUSG00000032363
ENSMUSG00000033220
ENSMUSG00000029675
ENSMUSG00000015093
ENSMUSG00000001555
ENSMUSG00000032523
ENSMUSG00000069920
ENSMUSG00000020469
ENSMUSG00000026768
ENSMUSG00000032744
ENSMUSG00000020143
ENSMUSG00000081984
ENSMUSG00000059974
ENSMUSG00000031659
ENSMUSG00000079293
ENSMUSG00000066684
ENSMUSG00000045569
ENSMUSG00000042436
ENSMUSG00000019899
ENSMUSG00000053318
ENSMUSG00000052160
ENSMUSG00000002602
ENSMUSG00000021886
ENSMUSG00000028100
ENSMUSG00000058715
ENSMUSG00000045680
ENSMUSG00000021922
ENSMUSG00000021904
ENSMUSG00000033033
ENSMUSG00000022676
ENSMUSG00000032812
ENSMUSG00000020674
ENSMUSG00000039357
ENSMUSG00000053675
ENSMUSG00000006740

ENSMUSG00000034739 /

ENSMUSG00000033152
ENSMUSG00000038357
ENSMUSG00000023942
ENSMUSG00000063171
ENSMUSG00000038332
ENSMUSG00000037410
ENSMUSG00000030782
ENSMUSG00000054675
ENSMUSG00000067377
ENSMUSG00000026357

-1.39
-1.39
-1.39
-1.39
-1.39
-1.38
-1.38
-1.38
-1.38
-1.37
-1.37
-1.37
-1.37
-1.36
-1.36
-1.36
-1.36
-1.36
-1.36
-1.36
-1.36
-1.36
-1.36
-1.36
-1.35
-1.35
-1.35
-1.34
-1.34
-1.34
-1.34
-1.33
-1.33
-1.33
-1.33
-1.33
-1.33
-1.33
-1.33
-1.33
-1.32
-1.32
-1.32
-1.32
-1.32
-1.32
-1.32
-1.32

0.0455 Mrcl
0.0227 Fign
0.0045 Adamts7
0.0028 Rac2
0.0168 EIn
0.0226 Clic3
0.0089 Fkbp10
0.037 Hhatl
0.0216 B3gnt9
0.0018 Myl7
0.0419 Itga8
0.0045 Heyl
0.0147 Dock2
0.0021 Dnajb3
0.0013 Ntm
0.0084 Adcy7
0.0131 Clec7a
0.0182 Pilrb1
0.0016 Mc2r
0.049 Mfap4
0.037 Lama2
0.03 Slamf8
0.0064 Pld4
0.002 Axl
0.0179 Gpr65
0.0291 Nudtl17
0.0064 Fcerlg
0.0453 Tcf21
0.0428 Itihd
0.0023 Sema3g
0.0386 Calhm2
0.031 Snai2
0.0008 Arapl

7.84E-05 Pxdn

0.0059 Futll

0.0268 Tgm5

0.0372 Kif5b

0.0212 Clqtnfs /// Mfrp
0.0234 PodxI2

0.0365 Camp

0.0254 Slc29al

0.0126 Rpsdy2

mannose receptor, C type 1 NM_008625
fidgetin NM_021716
a disintegrin-like and metallope AL359935
RAS-related C3 botulinum subst NM_009008
elastin BB229377
chloride intracellular channel 3 AK009020
FK506 binding protein 10 NM_010221
hedgehog acyltransferase-like BC024464
UDP-GIcNAc:betaGal beta-1,3-) BB547181
myosin, light polypeptide 7, reg NM_022879
integrin alpha 8 BB623587
hairy/enhancer-of-split related BG695100
dedicator of cyto-kinesis 2 NM_033374
Dnal (Hsp40) homolog, subfam AK005688
AF282980
adenylate cyclase 7 NM_007406
C-type lectin domain family 7, r NM_020008

neurotrimin

paired immunoglobin-like type NM_133209
NM_008560
microfibrillar-associated proteit BC022666
ui12147
BC024587

melanocortin 2 receptor

laminin, alpha 2

SLAM family member 8
phospholipase D family, memb(BB210623
AXL receptor tyrosine kinase ~ AA500897
G-protein coupled receptor 65 NM_008152
nudix (nucleoside diphosphate AK019109
Fc receptor, IgE, high affinity I, {NM_010185
transcription factor 21 NM_011545
inter alpha-trypsin inhibitor, he AK004893
sema domain, immunoglobulin BB535044
calcium homeostasis modulatoiNM_133746
snail homolog 2 (Drosophila) NM_011415
ArfGAP with RhoGAP domain, a BI248650
peroxidasin homolog (Drosophi AK010185

fucosyltransferase 11 BB626220
transglutaminase 5 AK009196
kinesin family member 5B BI328541
Clq and tumor necrosis factor 1 BC023068
podocalyxin-like 2 BB461988

cathelicidin antimicrobial peptiitNM_009921
solute carrier family 29 (nucleo: AF305501
ribosomal protein S4, Y-linked z AK0O04068

0.0145 LOC100047324 //; similar to Sesn1 protein /// sest BG076140

0.0137 Thcld2b
0.0218 Tgfblil
0.0005 Tmem119
0.0089 Tspanb6
0.038 Rgs18

TBC1 domain family, member 2 AK004526
transforming growth factor bet NM_009365
BC025600
NM_019656
regulator of G-protein signaling BB139986

transmembrane protein 119

tetraspanin 6



ENSMUSG00000021760
ENSMUSG00000047414
ENSMUSG00000022945
ENSMUSG00000041773
ENSMUSG00000040592
ENSMUSG00000041258
ENSMUSG00000025203
ENSMUSG00000074676
ENSMUSG00000036896
ENSMUSG00000023064
ENSMUSG00000026548
ENSMUSG00000029484
ENSMUSG00000072082
ENSMUSG00000024909
ENSMUSG00000021991
ENSMUSG00000019433
ENSMUSG00000011256
ENSMUSG00000029163
ENSMUSG00000071984
ENSMUSG00000046768
ENSMUSG00000028332
ENSMUSG00000024990
ENSMUSG00000002257
ENSMUSG00000069662
ENSMUSG00000068762
ENSMUSG00000002104
ENSMUSG00000047910
ENSMUSG00000024232
ENSMUSG00000031875
ENSMUSG00000042804
ENSMUSG00000007039
ENSMUSG00000060509
ENSMUSG00000034041
ENSMUSG00000036887
ENSMUSG00000020099
ENSMUSG00000033633
ENSMUSG00000030579
ENSMUSG00000031781
ENSMUSG00000024176
ENSMUSG00000022485
ENSMUSG00000022673
ENSMUSG00000035020
ENSMUSG00000013236
ENSMUSG00000049532
ENSMUSG00000039942
ENSMUSG00000054342
ENSMUSG00000087335
ENSMUSG00000012017
ENSMUSG00000040254
ENSMUSG00000043384

-1.32
-1.32
-1.32
-1.31
-1.31
-1.31
-1.31
-1.31
-1.31
-1.31
-1.31
-1.31
-1.31
-1.31

-13

-13

-13

-13

-13

-13
-1.29
-1.29
-1.29
-1.29
-1.29
-1.29
-1.29
-1.29
-1.29
-1.29
-1.29
-1.29
-1.28
-1.28
-1.28
-1.28
-1.28
-1.28
-1.28
-1.28
-1.28
-1.28
-1.27
-1.27
-1.27
-1.27
-1.27
-1.27
-1.27
-1.27

0.0032 Gpx8
0.0252 Firt2
0.0285 Chaflb
0.0346 Encl
0.0093 Cd79b
0.0404 Zfp236
0.021 Scd2
0.0109 Foxsl
0.0186 Clqc
0.022 Sncg
0.0118 Slamf9
0.0429 Anxa3
0.0441 Ccnf
0.0154 Efemp2
0.0315 Cacna2d3
0.0151 Gipcl

glutathione peroxidase 8 (putat BC019664
fibronectin leucine rich transme¢ BG075699

chromatin assembly factor 1, st BC013532

ectodermal-neural cortex 1 BM120053
CD79B antigen NM_008339
zinc finger protein 236 BQ177220

stearoyl-Coenzyme A desaturas BG0O60909
forkhead box S1 BB040642
complement component 1, g st NM_007574

synuclein, gamma NM_011430
SLAM family member 9 NM_029612
annexin A3 AW702161

cyclin F NM_007634

epidermal growth factor-contai NM_021474
calcium channel, voltage-deper NM_009785
GIPC PDZ domain containing faiNM_018771

0.0017 Adam19 /// LOC1( a disintegrin and metallopeptid NM_009616

0.0321 Emilinl
0.0208 Fndcl
0.0461 Rhoj
0.0058 Hemgn
0.0381 Rbp4
0.0013 Def6
0.0101 Marcks
0.014 Gstm6
0.0145 Rapsn
0.0196 Pcdhbl6
0.0062 Bambi

elastin microfibril interfacer 1 NM_133918
fibronectin type Ill domain cont AK0O03938
ras homolog gene family, mem| AF309564
NM_053149
retinol binding protein 4, plasm U63146
differentially expressed in FDCF AK010356
myristoylated alanine rich protc AW546141
glutathione S-transferase, mu 6 NM_008184
receptor-associated protein of tNM_009023
protocadherin beta 16 NM_053141
BMP and activin membrane-bo AF153440

hemogen

0.0004 Cmtm3 /// LOC10( CKLF-like MARVEL transmembr: NM_024217

0.0293 Gpr153
0.006 Ddah2
0.0134 Xcrl
0.0139 Lyl1
0.0391 Clqa
0.0358 Unc5b
0.0338 Clec18a
0.0251 Tyrobp
0.0041 Ciapinl
0.0122 Sox8
0.0067 Hoxc5
0.0252 Mcm4
0.007 Epgn
0.006 Ptprs
0.0112 Sall2
0.0075 Ptger4d
0.0259 Kcnn4
0.0314 4930526F13Rik
0.0073 Scarf2
0.0153 Sema3d
0.0437 Gpraspl

G protein-coupled receptor 152 AK004377
dimethylarginine dimethylamin NM_016765
chemokine (C motif) receptor 1 NM_011798
NM_008535
complement component 1, g st NM_007572
unc-5 homolog B (C. elegans) BG065285
C-type lectin domain family 18, BB014828
TYRO protein tyrosine kinase bi NM_011662
cytokine induced apoptosis inhiNM_134141

lymphoblastomic leukemia 1

SRY-box containing gene 8 AV345303
homeobox C5 NM_008271
minichromosome maintenance BC013094
epithelial mitogen NM_053087
protein tyrosine phosphatase, r BE980029
sal-like 2 (Drosophila) NM_015772

prostaglandin E receptor 4 (sub NM_008965
potassium intermediate/small ¢(NM_008433
RIKEN cDNA 4930526F13 gene AK015900
scavenger receptor class F, mer BB484759
sema domain, immunoglobulin BB499147

G protein-coupled receptor ass BC027187



ENSMUSG00000033061
ENSMUSG00000040717
ENSMUSG00000049630
ENSMUSG00000031558
ENSMUSG00000050288
ENSMUSG00000032194
ENSMUSG00000044811
ENSMUSG00000028597
ENSMUSG00000043987
ENSMUSG00000000290
ENSMUSG00000020866
ENSMUSG00000020310
ENSMUSG00000056069
ENSMUSG00000006269
ENSMUSG00000006931
ENSMUSG00000022816
ENSMUSG00000031903
ENSMUSG00000007783
ENSMUSG00000031821
ENSMUSG00000024675
ENSMUSG00000032204
ENSMUSG00000019518
ENSMUSG00000047945
ENSMUSG00000022965
ENSMUSG00000071347
ENSMUSG00000038797
ENSMUSG00000020974
ENSMUSG00000038074
ENSMUSG00000044041
ENSMUSG00000035578
ENSMUSG00000039158
ENSMUSG00000037337
ENSMUSG00000032440
ENSMUSG00000074260
ENSMUSG00000072694
ENSMUSG00000002111
ENSMUSG00000036078
ENSMUSG00000030149
ENSMUSG00000030793
ENSMUSG00000081219
ENSMUSG00000046841
ENSMUSG00000035413
ENSMUSG00000038119
ENSMUSG00000029149
ENSMUSG00000022061
ENSMUSG00000066113
ENSMUSG00000001520
ENSMUSG00000059481
ENSMUSG00000048355
ENSMUSG00000040747
ENSMUSG00000028453
ENSMUSG00000037697

-1.27
-1.27
-1.27
-1.27
-1.26
-1.26
-1.26
-1.26
-1.26
-1.26
-1.26
-1.26
-1.26
-1.26
-1.26
-1.26
-1.26
-1.26
-1.26
-1.26
-1.25
-1.25
-1.25
-1.25
-1.25
-1.25
-1.25
-1.25
-1.25
-1.25
-1.25
-1.25
-1.25
-1.24
-1.24
-1.24
-1.24
-1.24
-1.24
-1.24
-1.24
-1.24
-1.24
-1.24
-1.24
-1.24
-1.24
-1.24
-1.24
-1.23
-1.23
-1.23

0.0499 Respl8
0.0053 1117rd
0.0366 C1ql3
0.0177 Slit2
0.0184 Fzd2
0.004 Kank2
0.0286 AF251705
0.0113 Gpx7
0.0004 Cepl64
0.048 Itgh2
0.033 Cacnalg
0.0286 Madcam1
0.0299 Fam105a
0.0331 Atp6vlbl
0.046 1110036003Rik
0.0239 Fstll
0.0235 Pla2g15
0.0175 Cptlc
0.0038 Gins2
0.0153 Ms4a4c
0.0133 Agp9
0.0345 Ap4dml
0.0242 Marcksl1
0.0311 Ifngr2
0.0421 Clqgtnf9
0.0087 Zscan2
0.0137 Pole2
0.0038 Fkbp14
0.0492 Krt13
0.0383 Iqcg
0.0369 Akna
0.0386 Map4kl
0.0167 Tgfbr2
0.0348 4933407118Rik
0.037 2610524H06Rik
0.0084 Sfpil
0.0341 Sigmarl
0.0473 Kirkl
0.0233 Pycard
0.0114 Bambi-psl
0.0187 Ckap4
0.0394 Tmem98
0.0387 Cdon
0.0165 Krtcap3
0.027 Nkx3-1
0.0472 Adamtsll
0.0124 Nrip2
0.0462 Plg
0.0283 6530401D17Rik
0.0299 Cd53
0.0059 Fancg
0.0301 Ddhd1

regulated endocrine-specific pr NM_009049

interleukin 17 receptor D AF459444
Clg-like 3 BB768838
slit homolog 2 (Drosophila) BG963150

frizzled homolog 2 (Drosophila) BB371406
KN motif and ankyrin repeat do BC010245

cDNA sequence AF251705 AF251705
glutathione peroxidase 7 NM_024198
centrosomal protein 164 BB445523
integrin beta 2 NM_008404

calcium channel, voltage-deper AW494038
mucosal vascular addressin cell BC024372
family with sequence similarity BM224662
ATPase, H+ transporting, lysosa NM_134157
RIKEN cDNA 1110036003 gene BES51265
follistatin-like 1 B1452727
NM_133792
carnitine palmitoyltransferase : BE956581
GINS complex subunit 2 (Psf2 h AW488914
membrane-spanning 4-domain: NM_029499
NM_022026
adaptor-related protein comple NM_021392
MARCKS-like 1 NM_010807
interferon gamma receptor 2 BF537076
Cl1q and tumor necrosis factor t AV376830
zinc finger and SCAN domain cc NM_009553
polymerase (DNA directed), ep:s AF036898

phospholipase A2, group XV

aquaporin 9

FK506 binding protein 14 BB027759
keratin 13 NM_010662
IQ motif containing G AK010269
AT-hook transcription factor  BB014626

mitogen-activated protein kina: BB546619
transforming growth factor, bei S69114
RIKEN cDNA 4933407118 gene AK016725
RIKEN cDNA 2610524H06 gene AW494389
NM_011355
sigma non-opioid intracellular r NM_011014
killer cell lectin-like receptor su AF039026
PYD and CARD domain containi BG084230
BMP and activin membrane-bo BF730112
cytoskeleton-associated proteir BB312117
transmembrane protein 98 BC011208
cell adhesion molecule-related; NM_021339
keratinocyte associated protein AK0O07999
NK-3 transcription factor, locus NM_010921
ADAMTS-like 1 AK020115
nuclear receptor interacting prc BE653335
plasminogen NM_008877
RIKEN cDNA 6530401D17 gene BC016270
CD53 antigen NM_007651
Fanconi anemia, complemental BG072083
AV265534

SFFV proviral integration 1

DDHD domain containing 1



ENSMUSG00000052854
ENSMUSG00000049999
ENSMUSG00000049404
ENSMUSG00000038482
ENSMUSG00000026656
ENSMUSG00000052085
ENSMUSG00000033207
ENSMUSG00000030707
ENSMUSG00000023191
ENSMUSG00000019978
ENSMUSG00000029915
ENSMUSG00000039883
ENSMUSG00000033147
ENSMUSG00000030223
ENSMUSG00000048477
ENSMUSG00000022240
ENSMUSG00000026126
ENSMUSG00000048497
ENSMUSG00000070436
ENSMUSG00000041571
ENSMUSG00000027342
ENSMUSG00000026471
ENSMUSG00000022048
ENSMUSG00000044294
ENSMUSG00000024286
ENSMUSG00000036908
ENSMUSG00000031149
ENSMUSG00000017922
ENSMUSG00000075611
ENSMUSG00000039476
ENSMUSG00000044674
ENSMUSG00000003283
ENSMUSG00000068245
ENSMUSG00000075415
ENSMUSG00000021277
ENSMUSG00000027935
ENSMUSG00000030048

ENSMUSG00000073630 /

ENSMUSG00000028641
ENSMUSG00000031669
ENSMUSG00000022015
ENSMUSG00000072214
ENSMUSG00000040767
ENSMUSG00000029468
ENSMUSG00000001661
ENSMUSG00000030605
ENSMUSG00000031838
ENSMUSG00000074671
ENSMUSG00000028837
ENSMUSG00000042298
ENSMUSG00000025170
ENSMUSG00000028396

-1.23
-1.23
-1.23
-1.23
-1.23
-1.23
-1.23
-1.23
-1.23
-1.23
-1.23
-1.23
-1.23
-1.23
-1.22
-1.22
-1.22
-1.22
-1.22
-1.22
-1.22
-1.22
-1.22
-1.22
-1.22
-1.21
-1.21
-1.21
-1.21
-1.21
-1.21
-1.21
-1.21
-1.21
-1.21
-1.21
-1.21
-1.21
-1.21
-1.21
-1.21
-1.21
-1.21
-1.21
-1.21

-1.2

-1.2

-1.2

-1.2

-1.2

-1.2

-1.2

0.0462 Nrk
0.0448 Ppp1lr3d
0.0383 Rarresl
0.0155 Tfdpl
0.0289 Fcgr2b
0.0036 Dock8
0.0402 Mamdc2
0.05 Corola
0.0412 Leprel2
0.0111 Epb4.112
0.0316 Clec5a
0.0489 Lrrc17
0.0227 Slc22a15
0.0153 Ptpro
0.0172 Tex18

BI901194
protein phosphatase 1, regulatcAK011539

Nik related kinase

retinoic acid receptor responde BB035017
transcription factor Dp 1 BG075396
Fc receptor, 1gG, low affinity Ilb BM224327
AV147281
AK004794
coronin, actin binding protein 1 BC002136
leprecan-like 2 BC003726
erythrocyte protein band 4.1-lit BES351907
C-type lectin domain family 5, r NM_021364
leucine rich repeat containing 1 BB503935

dedicator of cytokinesis 8
MAM domain containing 2

solute carrier family 22 (organic BB017021
protein tyrosine phosphatase, r NM_011216

testis expressed gene 18 NM_031385

0.0347 Ctnnd2 /// LOC10( catenin (cadherin associated pr NM_008729

0.0105 Ptpnl8
0.0246 Mmgt2
0.0153 Serpinhl
0.0051 Sepw1l
0.0078 Pcna
0.0021 Mr1
0.0453 Dpysl2
0.0297 Krt84

0.0191 Ccny /// LOC1000¢

0.042 Unc93b1l

0.004 Praf2
0.0135 Pri3cl
0.0168 Gm11545
0.0228 Prrx2
0.0373 Fzd1
0.0467 Hck
0.0017 D14Ertd668e
0.0013 Fnbpl
0.0004 Traf3
0.0038 Rab13
0.0473 Gkn3
0.0213 Gm7609
0.0093 Leprel
0.0271 Gins3
0.0097 Tnfsfll
0.0469 Gplbb /// Sept5
0.0163 Snrnp25
0.0365 P2rx7
0.0073 Hoxc6
0.0212 Mfge8
0.0071 Ifi30
0.0014 Tspyl3

0.001 Psmb2
0.0305 Ttc19
0.0151 Rab40b
0.0219 2310002L09Rik

protein tyrosine phosphatase, r NM_011206
membrane magnesium transpo BC025076
serine (or cysteine) peptidase ir BI220012
NM_009156
proliferating cell nuclear antige BC010343

selenoprotein W, muscle 1

major histocompatibility compl BB210729
dihydropyrimidinase-like 2 NM_009955
keratin 84 AY028607
cyclin Y /// similar to cyclin fold AK017493
unc-93 homolog B1 (C. elegans) BC018388
PRA1 domain family 2 NM_138602
prolactin family 3, subfamily ¢, NM_013766
predicted gene 11545 BM214171
paired related homeobox 2 AK019971
frizzled homolog 1 (Drosophila) NM_021457
hemopoietic cell kinase NM_010407
DNA segment, Chr 14, ERATO D AV280841
formin binding protein 1 BM244005
TNF receptor-associated factor U21050
RAB13, member RAS oncogene BC027214

gastrokine 3 AK004474
predicted gene 7609 NM_033616
leprecan 1 NM_019783

GINS complex subunit 3 (Psf3 h BB494601
tumor necrosis factor (ligand) s NM_011613
glycoprotein Ib, beta polypeptic AF033350
small nuclear ribonucleoproteir BC028766
purinergic receptor P2X, ligand- NM_011027
homeobox C6 BB440143
milk fat globule-EGF factor 8 pr NM_008594
interferon gamma inducible prc NM_023065
TSPY-like 3 AV325152
proteasome (prosome, macrop NM_011970
tetratricopeptide repeat domai AK013368
Rab40b, member RAS oncogent AF425643
RIKEN cDNA 2310002L09 gene AK009124



ENSMUSG00000060671
ENSMUSG00000060591
ENSMUSG00000022773
ENSMUSG00000031129
ENSMUSG00000070372
ENSMUSG00000024007
ENSMUSG00000025278
ENSMUSG00000034910
ENSMUSG00000025289
ENSMUSG00000031546
ENSMUSG00000028629
ENSMUSG00000006179
ENSMUSG00000001435
ENSMUSG00000006728
ENSMUSG00000021494
ENSMUSG00000004933
ENSMUSG00000029622
ENSMUSG00000066152
ENSMUSG00000041025
ENSMUSG00000038560
ENSMUSG00000001270
ENSMUSG00000036672
ENSMUSG00000055980
ENSMUSG00000066456
ENSMUSG00000019370
ENSMUSG00000040690
ENSMUSG00000030200
ENSMUSG00000006649
ENSMUSG00000027901
ENSMUSG00000026737
ENSMUSG00000042439
ENSMUSG00000032649
ENSMUSG00000005732
ENSMUSG00000024299
ENSMUSG00000041420
ENSMUSG00000015759
ENSMUSG00000030499
ENSMUSG00000026496
ENSMUSG00000022054
ENSMUSG00000021891
ENSMUSG00000038070
ENSMUSG00000030663
ENSMUSG00000002107
ENSMUSG00000030393
ENSMUSG00000011751
ENSMUSG00000059555
ENSMUSG00000050212
ENSMUSG00000041774
ENSMUSG00000032875
ENSMUSG00000039691
ENSMUSG00000024570
ENSMUSG00000052593

-1.2
-1.2
-1.2
-1.2
-1.2
-1.2
-1.2
-1.2
-1.2
-1.2
-1.2
-1.2
-1.2
-1.2
-1.2
-1.2
-1.2
-1.2
-1.2
-1.2
-1.2
-1.2
-1.2
-1.2
-1.19
-1.19
-1.19
-1.19
-1.19
-1.19
-1.19
-1.19
-1.19
-1.19
-1.19
-1.19
-1.19
-1.19
-1.19
-1.19
-1.19
-1.19
-1.19
-1.18
-1.18
-1.18
-1.18
-1.18
-1.18
-1.18
-1.18
-1.18

0.0406 Atp8b2
0.0128 Ifitm2
0.0223 Ypell
0.0236 SIc9a9
0.0266 Capzal
0.0074 Ppill
0.0284 Finb
0.0492 Pygol
0.0186 Prdx4
0.032 Gins4
0.0011 Deml
0.0287 Prss16
0.0086 Col18al

0.0004 Cdk4 /// LOC6406:

0.008 Ddx41
0.0439 Matk
0.0162 Arpclb
0.0017 Slc31a2

0.033 Iffo2
0.0261 Sp6
0.0124 Ckb
0.0005 Cenpt
0.0172 Irsl
0.0475 Hmgn3
0.0039 Calm3
0.0497 Coll6al
0.0475 Bcl2114
0.0029 Nphsl
0.0366 Dennd2d
0.0361 Pipdk2a
0.0043 zfp532
0.0412 Glt25d2
0.0031 Ranbpl
0.0374 Adamts10
0.0187 Meis3
0.0038 Cnih

0.026 Kctd15
0.0285 Parpl
0.0437 Nefm
0.0115 Mettl6
0.0247 Cntln

0.008 1110004F10Rik
0.0017 Celf2
0.0341 zik1
0.0076 Shkbp1l
0.0075 A830007P12Rik
0.0259 Fam176b

0.015 Ydjc
0.0035 Arhgef17
0.0393 Tspanl0
0.0435 1110032A13Rik
0.0412 Adam17

ATPase, class |, type 8B, membe BG277213
interferon induced transmembi NM_030694
yippee-like 1 (Drosophila) NM_023249
solute carrier family 9 (sodium/ BB148073
capping protein (actin filament) AV267494
peptidylprolyl isomerase (cyclo] AK004331

filamin, beta AW538200
pygopus 1 BB595944
peroxiredoxin 4 NM_016764

GINS complex subunit 4 (SId5 h NM_024240
defects in morphology 1 homol AK014134
protease, serine, 16 (thymus) NM_019429
collagen, type XVIII, alpha 1 NM_009929
cyclin-dependent kinase 4 /// siNM_009870
DEAD (Asp-Glu-Ala-Asp) box po BC011308
megakaryocyte-associated tyro NM_010768
actin related protein 2/3 compl BE979985
solute carrier family 31, membe NM_025286
intermediate filament family or BG066466
trans-acting transcription factoi AA438081

creatine kinase, brain BG967663
centromere protein T BG172318
insulin receptor substrate 1 BB345784
high mobility group nucleosom: AK002970
calmodulin 3 BB396904
collagen, type XVI, alpha 1 BB766878

BCL2-like 14 (apoptosis facilitat BC025541
nephrosis 1 homolog, nephrin ( AF172256
DENN/MADD domain containin AV372648
phosphatidylinositol-5-phosphz AK012196
BB404446
glycosyltransferase 25 domain (BB667132
RAN binding protein 1 125255

a disintegrin-like and metallope BG064835
BC003762
cornichon homolog (Drosophila AF022811

zinc finger protein 532

Meis homeobox 3

potassium channel tetramerisa BB091366
poly (ADP-ribose) polymerase f: AF126717
neurofilament, medium polype NM_008691
NM_025907
centlein, centrosomal protein BC027370
RIKEN cDNA 1110004F10 gene AW545354
CUGBP, Elav-like family membe BB644164
zinc finger protein interacting w NM_009577
Sh3kbp1 binding protein 1 AF246218
RIKEN cDNA A830007P12 gene BC013092
family with sequence similarity BI409701
YdjC homolog (bacterial) AK007503
Rho guanine nucleotide exchan AW558066
tetraspanin 10 BB486886
RIKEN cDNA 1110032A13 gene AK004019

a disintegrin and metallopeptid C76813

methyltransferase like 6



ENSMUSG00000033377
ENSMUSG00000001018
ENSMUSG00000079426
ENSMUSG00000030814
ENSMUSG00000021694
ENSMUSG00000020868
ENSMUSG00000024736
ENSMUSG00000069744
ENSMUSG00000027985
ENSMUSG00000030720
ENSMUSG00000046157
ENSMUSG00000006356
ENSMUSG00000025407
ENSMUSG00000023052
ENSMUSG00000072621
ENSMUSG00000040151
ENSMUSG00000022817
ENSMUSG00000030047
ENSMUSG00000024208
ENSMUSG00000003363
ENSMUSG00000027079
ENSMUSG00000022359
ENSMUSG00000023110
ENSMUSG00000032320
ENSMUSG00000027752
ENSMUSG00000064302
ENSMUSG00000041245
ENSMUSG00000068329

ENSMUSG00000038965 /

ENSMUSG00000071661
ENSMUSG00000057278
ENSMUSG00000025810
ENSMUSG00000054400
ENSMUSG00000028955
ENSMUSG00000053647
ENSMUSG00000044345
ENSMUSG00000026966
ENSMUSG00000022488
ENSMUSG00000048899
ENSMUSG00000048897
ENSMUSG00000057193
ENSMUSG00000038280
ENSMUSG00000068747
ENSMUSG00000001383
ENSMUSG00000058099
ENSMUSG00000041482
ENSMUSG00000031831
ENSMUSG00000026090
ENSMUSG00000031513
ENSMUSG00000034219
ENSMUSG00000022043
ENSMUSG00000074457

-1.18
-1.18
-1.18
-1.18
-1.18
-1.18
-1.18
-1.18
-1.18
-1.18
-1.18
-1.18
-1.18
-1.18
-1.18
-1.18
-1.18
-1.18
-1.18
-1.18
-1.17
-1.17
-1.17
-1.17
-1.17
-1.17
-1.17
-1.17
-1.17
-1.17
-1.17
-1.17
-1.17
-1.17
-1.17
-1.17
-1.17
-1.17
-1.17
-1.17
-1.17
-1.17
-1.17
-1.17
-1.17
-1.17
-1.17
-1.16
-1.16
-1.16
-1.16
-1.16

0.0389 Palmd
0.027 Snapin

3.40E-05 Arpc4

0.024 Bcl7c
0.0485 Ercc8
0.0077 Xylt2
0.0099 Tmem132a

0.011 Psmb3
0.0158 Lefl
0.0184 CIn3
0.0099 Tmem229b
0.0004 Crip2
0.0274 Gli1
0.0344 Npff
0.0467 Slfn10
0.0365 Hs2stl
0.0156 Itgb5
0.0177 Arhgap25
0.0217 2900010M23Rik
0.0036 PId3
0.0012 Clp1
0.0424 Wdyhvl
0.0321 Prmt5
0.0377 Rcn2
0.0058 Exosc8
0.0494 Claspl
0.0364 ---

0.0195 Htra2

palmdelphin NM_023245
SNAP-associated protein BB667523
actin related protein 2/3 compl BG145444
B-cell CLL/lymphoma 7C NM_009746
excision repaiross-complement AK010576
xylosyltransferase Il AJ291751
transmembrane protein 132A NM_133804
proteasome (prosome, macrop BC014783
lymphoid enhancer binding fact NM_010703
ceroid lipofuscinosis, neuronal : NM_009907
transmembrane protein 229B AV328515
cysteine rich protein 2 NM_024223
GLI-Kruppel family member GLI NM_010296
neuropeptide FF-amide peptide NM_018787
schlafen 10 BB227643
heparan sulfate 2-O-sulfotransf AV346600
integrin beta 5 NM_010580
Rho GTPase activating protein : BM241218
RIKEN cDNA 2900010M23 gene AV046927
phospholipase D family, membiNM_011116
CLP1, cleavage and polyadenyl: BB736632
WDYHV motif containing 1 AK010831
protein arginine N-methyltrans' AF167573

reticulocalbin 2 NM_011992
exosome component 8 C80158
CLIP associating protein 1 BB190028
- BB084132
HtrA serine peptidase 2 AW323050

0.0006 Gm10145 /// Gm1 predicted gene 10145 /// predi BG066549

0.0281 Zbtb3
0.0087 Snrpg
0.0473 Nrpl
0.0065 Cklf
0.0037 Vamp3
0.0245 Gper
0.023 Marveldl
0.0006 Ssnal
0.026 Nckap1l
0.0219 Rimkla
0.0192 zfp710
0.0263 Slc44a2
0.0145 Ostm1
0.0015 Sortl
0.0284 Zmat2
0.015 Nfam1l
0.001 Fam38b
0.0014 Lrrc50
0.0261 2010300C02Rik
0.0124 Leprotll

0.015 14-Sep septin 14

0.0117 Trim35
0.0075 S100al16

zinc finger and BTB domain con BB477196
small nuclear ribonucleoproteir NM_026506
AK011144
AY047360
vesicle-associated membrane p NM_009498

neuropilin 1

chemokine-like factor

G protein-coupled estrogen rec AK018203
MARVEL (membrane-associatin AV222191
Sjogren's syndrome nuclear aut NM_023464
BM238906
ribosomal modification protein BI735497
zinc finger protein 710 BQ175358
solute carrier family 44, membe AK003942
osteopetrosis associated transr AKO04546
AV247637
zinc finger, matrin type 2 BG065279
Nfat activating molecule with 11AF361364
family with sequence similarity BM220702

NCK associated protein 1 like

sortilin 1

leucine rich repeat containing 5 AK0O0O6656
RIKEN cDNA 2010300C02 gene AK008485
leptin receptor overlapping trar BF658789
AK006043
tripartite motif-containing 35 AB060155
$100 calcium binding protein A BC020031



ENSMUSG00000033313
ENSMUSG00000059921
ENSMUSG00000003824
ENSMUSG00000002748
ENSMUSG00000036565
ENSMUSG00000022668
ENSMUSG00000046020
ENSMUSG00000037933
ENSMUSG00000006699
ENSMUSG00000031325
ENSMUSG00000043342
ENSMUSG00000031885
ENSMUSG00000027854
ENSMUSG00000060594
ENSMUSG00000028902
ENSMUSG00000047759
ENSMUSG00000020235
ENSMUSG00000020018
ENSMUSG00000044378
ENSMUSG00000051989
ENSMUSG00000032297
ENSMUSG00000026688
ENSMUSG00000022957
ENSMUSG00000000579 /
ENSMUSG00000026556
ENSMUSG00000032388
ENSMUSG00000042613
ENSMUSG00000027247
ENSMUSG00000025020
ENSMUSG00000015120 /
ENSMUSG00000073176
ENSMUSG00000074283
ENSMUSG00000014773
ENSMUSG00000047749
ENSMUSG00000049929
ENSMUSG00000079445
ENSMUSG00000055639
ENSMUSG00000014329
ENSMUSG00000037894
ENSMUSG00000029851
ENSMUSG00000036966
ENSMUSG00000021131 /
ENSMUSG00000009013
ENSMUSG00000003778
ENSMUSG00000022089
ENSMUSG00000063838
ENSMUSG00000003161
ENSMUSG00000032216
ENSMUSG00000036578
ENSMUSG00000002458
ENSMUSG00000000579
ENSMUSG00000025474

-1.16
-1.16
-1.16
-1.16
-1.16
-1.16
-1.16
-1.16
-1.16
-1.16
-1.16
-1.16
-1.16
-1.16
-1.16
-1.16
-1.16
-1.16
-1.16
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.15
-1.14

0.0294 FbxI8
0.0276 Unc5c
0.0359 Syce2
0.0011 Bazlb
0.0241 Ttyh3
0.0343 Gtpbp8
0.0231 Pofutl
0.0306 Bicd2
0.0422 Cdc42
0.0339 4930519F16Rik
0.0253 Hoxd9
0.0136 Cbfb
0.0055 Sikel
0.0161 Layn
0.0295 Sf3a3
0.0268 Hs3st3al
0.0128 Fzrl
0.0076 Snrpf
0.0194 Slc15a5
0.0261 Fam165b
0.0462 Celfé
0.0312 Mgst3
0.0282 Itsnl

F-box and leucine-rich repeat p NM_015821
NM_009472
synaptonemal complex central AK005954

unc-5 homolog C (C. elegans)

bromodomain adjacent to zinc BB253608
tweety homolog 3 (Drosophila) BQ180649
GTP-binding protein 8 (putative AU051504
protein O-fucosyltransferase 1 NM_080463
bicaudal D homolog 2 (Drosoph NM_029791
cell division cycle 42 homolog (* AV000235
RIKEN cDNA 4930519F16 gene AK015842

homeobox D9 BC019150
core binding factor beta NM_022309
suppressor of IKBKE 1 BC004090
layilin BB530994
splicing factor 3a, subunit 3 BC009141

heparan sulfate (glucosamine) : AV340499
fizzy/cell division cycle 20 relat¢ BC0O06616
small nuclear ribonucleoproteir BI080799
solute carrier family 15, membe BC026899
family with sequence similarity NM_138743
CUGBP, Elav-like family membe AK018246
microsomal glutathione S-trans NM_025569
intersectin 1 (SH3 domain prote NM_010587

0.0488 Dynlt1-ps1 /// Dyr dynein light chain Tctex-type 1, BG093881

0.03 Vangl2
0.018 Spg21
0.0008 Pbxipl
0.0477 Arhgapl
0.0132 Slit1

0.0395 Gm14176 /// LOC:

0.0483 zfp449
0.0088 Zfp109
0.0352 Dll1
0.008 Zc3havil
0.0301 Lpard
0.028 B3gnt7
0.0408 Dachl
0.0165 Biccl
0.0027 H2afz
0.0176 Fam115c
0.0455 Spryd3
0.0341 Erh

vang-like 2 (van gogh, Drosophi AY035370
spastic paraplegia 21 homolog (BB095517
pre-B-cell leukemia transcriptio AV220340
Rho GTPase activating protein 2 BC006592
slit homolog 1 (Drosophila) AF144627
predicted gene 14176 /// simile U31934

zinc finger protein 449 BE993413
zinc finger protein 109 NM_020262
delta-like 1 (Drosophila) NM_007865

zinc finger CCCH-type, antiviral BB295976
lysophosphatidic acid receptor AW493905
UDP-GIcNAc:betaGal beta-1,3- BF578266
dachshund 1 (Drosophila) BB522228
bicaudal C homolog 1 (Drosoph BM217996
H2A histone family, member Z AY074806
family with sequence similarity BCO08555
BQ176406
enhancer of rudimentary homo BB071632

SPRY domain containing 3

0.0393 Dynll1 /// Gm678¢ dynein light chain LC8-type 1 // NM_019682

0.0007 Brd8
0.0212 Bin3
0.0081 Cdc42ep5
0.0028 Sri
0.0219 Nedd4
0.0403 Fxyd7
0.0367 Rgs19

BM219644
bridging integrator 3 NM_021328
CDC42 effector protein (Rho GTNM_021454
AK008404
neural precursor cell expressed NM_010890
FXYD domain-containing ion tre NM_022007
regulator of G-protein signaling BC003838

bromodomain containing 8

sorcin

0.0456 Dynltl-ps1 /// Dyr dynein light chain Tctex-type 1, BG093881

0.0156 Tubgcp2

tubulin, gamma complex associ BB387906



ENSMUSG00000079516
ENSMUSG00000078808
ENSMUSG00000020935
ENSMUSG00000029993
ENSMUSG00000049299
ENSMUSG00000037234
ENSMUSG00000070953
ENSMUSG00000047221
ENSMUSG00000029863
ENSMUSG00000041530
ENSMUSG00000027953
ENSMUSG00000021327
ENSMUSG00000031367
ENSMUSG00000038005
ENSMUSG00000025939
ENSMUSG00000060743 /
ENSMUSG00000024614
ENSMUSG00000031365
ENSMUSG00000006289
ENSMUSG00000029920
ENSMUSG00000029826
ENSMUSG00000022075
ENSMUSG00000027997
ENSMUSG00000006576
ENSMUSG00000039628
ENSMUSG00000073982
ENSMUSG00000038141
ENSMUSG00000032249
ENSMUSG00000038759
ENSMUSG00000026727
ENSMUSG00000031072
ENSMUSG00000019984
ENSMUSG00000018001
ENSMUSG00000070984
ENSMUSG00000033904
ENSMUSG00000026192
ENSMUSG00000034685
ENSMUSG00000026321
ENSMUSG00000072582
ENSMUSG00000028233
ENSMUSG00000074785
ENSMUSG00000018593
ENSMUSG00000047238
ENSMUSG00000033047
ENSMUSG00000026374
ENSMUSG00000015217
ENSMUSG00000023147
ENSMUSG00000025151
ENSMUSG00000038256
ENSMUSG00000022706
ENSMUSG00000025228
ENSMUSG00000048277

-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.14
-1.13
-1.13
-1.13
-1.13
-1.13
-1.13
-1.13
-1.13
-1.13

0.0454 Reg3a
0.0349 Vmn1r58
0.0315 Dcakd
0.0482 Nful
0.0015 Trappcl
0.0218 Hook3
0.0058 Rabepk
0.0032 Fam185a
0.0437 Casp2
0.0143 Eif2cl
0.0312 Raglapl
0.0327 Zkscan3
0.0359 Apls2
0.0063 2700029MO09Rik
0.0456 Ube2w

regenerating islet-derived 3 alp NM_011259
vomeronasal 1 receptor 58 NM_030739
dephospho-CoA kinase domain NM_026551
NFU1 iron-sulfur cluster scaffol BC018355
trafficking protein particle com| BE628649
hook homolog 3 (Drosophila) BB030412
Rab9 effector protein with kelc/ BC019800
family with sequence similarity Al847670
NM_007610
eukaryotic translation initiation BG072783

caspase 2

recombination activating gene NM_009057
zinc finger with KRAB and SCAN BC007473
adaptor-related protein comple AK005223
RIKEN cDNA 2700029M09 gene AK012304
ubiquitin-conjugating enzyme E BB796558

0.0058 Gm10257 /// Gm6 predicted gene 10257 /// predi BI111967

0.0273 Tmx3
0.0255 Zfp275
0.029 Osgep
0.0412 Smarcadl
0.0303 Zc3havl
0.036 Rhobtb2
0.0018 Casp6
0.0458 Slc4a3
0.0042 Hs3st6
0.0082 Rhog

thioredoxin-related transmemk AV259382
BC019962
O-sialoglycoprotein endopeptic NM_133676
SWI/SNF-related, matrix-associ: BM055692
zinc finger CCCH type, antiviral AK004770
Rho-related BTB domain contai AF420001
NM_009811
solute carrier family 4 (anion ex NM_009208

zinc finger protein 275

caspase 6

heparan sulfate (glucosamine) : BM899994
ras homolog gene family, mem|INM_019566

0.0292 Tmem181a /// Tm transmembrane protein 181A / BB309117

0.0218 Anp32a
0.0101 Nup205
0.0112 Rsul
0.0171 Oraovl
0.0345 Med23
0.031 Cyth3
0.0189 4930552N02Rik
0.0425 6330503K22Rik
0.0083 Atic
0.0387 Fam171a2
0.0045 Tnfrsflla
0.0019 Ptrh2
0.0343 Tgsl
0.028 Plxncl
0.0256 Sparc
0.0324 Magehl
0.0009 Eif3l
0.0143 Tsn
0.0005 Hmgb3
0.0244 Wrb
0.0164 Magedl
0.0146 Bcl9
0.0427 Mrpl40
0.0057 Actrla
0.0005 Syngr2

acidic (leucine-rich) nuclear phc AF022957

nucleoporin 205 AK014419
Ras suppressor protein 1 NM_009105
oral cancer overexpressed 1 ~ BC013564
mediator complex subunit 23  AK013854
cytohesin 3 NM_011182

RIKEN cDNA 4930552N02 gene AK016098
RIKEN cDNA 6330503K22 gene BG070835
5-aminoimidazole-4-carboxami BB393498
family with sequence similarity BB452429
tumor necrosis factor receptor BC019185
peptidyl-tRNA hydrolase 2 BC026947
trimethylguanosine synthase hcBM233196
BB476707
secreted acidic cysteine rich gly NM_009242

plexin C1

melanoma antigen, family H, 1 AF319981
eukaryotic translation initiation BC024463

translin BB818311
high mobility group box 3 NM_008253
tryptophan rich basic protein  AK021091
melanoma antigen, family D, 1 NM_019791
B-cell CLL/lymphoma 9 BC019641

mitochondrial ribosomal protei NM_010922
ARP1 actin-related protein 1 ha NM_016860

synaptogyrin 2 BC004829



ENSMUSG00000045797
ENSMUSG00000017176
ENSMUSG00000035735
ENSMUSG00000068040
ENSMUSG00000032624
ENSMUSG00000060600
ENSMUSG00000002103
ENSMUSG00000031107
ENSMUSG00000026281
ENSMUSG00000023153
ENSMUSG00000042331
ENSMUSG00000033705
ENSMUSG00000037111
ENSMUSG00000031015
ENSMUSG00000036748
ENSMUSG00000006463
ENSMUSG00000002057
ENSMUSG00000026698
ENSMUSG00000037214
ENSMUSG00000040940
ENSMUSG00000031683
ENSMUSG00000014599
ENSMUSG00000002731
ENSMUSG00000043999
ENSMUSG00000025135
ENSMUSG00000022120
ENSMUSG00000032299
ENSMUSG00000024571
ENSMUSG00000020057
ENSMUSG00000032329
ENSMUSG00000020929
ENSMUSG00000054715
ENSMUSG00000085198
ENSMUSG00000018287
ENSMUSG00000025269
ENSMUSG00000029267
ENSMUSG00000008668 /
ENSMUSG00000024844
ENSMUSG00000036459
ENSMUSG00000079429
ENSMUSG00000021661
ENSMUSG00000007610
ENSMUSG00000032412
ENSMUSG00000021681
ENSMUSG00000020876
ENSMUSG00000027298
ENSMUSG00000029106
ENSMUSG00000018381
ENSMUSG00000049124 /
ENSMUSG00000037089
ENSMUSG00000018322
ENSMUSG00000021347

-1.13
-1.13
-1.13
-1.13
-1.13
-1.13
-1.13
-1.13
-1.13
-1.13
-1.13
-1.13
-1.13
-1.13
-1.13
-1.13
-1.13
-1.13
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12
-1.12

0.0146 4930402K13Rik
0.0312 Nt5c3l
0.0372 Dagla
0.0349 Tm9sf4
0.0458 Eml4
0.0186 Eno3
0.0238 Acp2
0.0249 Rbmx2
0.0356 Dtymk
0.0081 Tmem52
0.0407 Cytsb
0.0466 Stard9
0.0486 Setd7
0.0297 Swap70
0.0077 Cuedc2
0.022 Zdhhc24
0.0341 Foxnl
0.0193 Pigc
0.0186 Thapl
0.0141 Arhgefl

RIKEN cDNA 4930402K13 gene AK015052
5'-nucleotidase, cytosolic Ill-like BB402435
BG804066
transmembrane 9 superfamily | BB367487

diacylglycerol lipase, alpha

echinoderm microtubule associ AK019611
enolase 3, beta muscle NM_007933
acid phosphatase 2, lysosomal BB022890
RNA binding motif protein, X-lir BC026976

deoxythymidylate kinase AV306250
transmembrane protein 52 AKO009779
cytospin B BQ175052
START domain containing 9 BB427728

SET domain containing (lysine n NM_080793
SWA-70 protein AK019882
CUE domain containing 2 AK003457
zinc finger, DHHC domain contze BB271151
forkhead box N1 NM_008238
phosphatidylinositol glycan anc AK014096
THAP domain containing, apopi BB727772
Rho guanine nucleotide exchan NM_008488

0.0487 Gm10043 /// Gm2 LSM6 homolog, U6 small nucle: AK019126

0.0443 Csfl
0.0392 Prkra
0.0459 Gpr75
0.0236 Anapcll
0.0369 Rnf219
0.0046 Commd4
0.0052 Txnl4a
0.0421 Dram1l
0.0294 Hmg20a
0.0013 Eftud2
0.0132 Zscan22
0.028 4933416E03Rik

0.0128 Spag7
0.0223 Apex2
0.0191 Mtf2

0.0291 Gm10260 /// LOC:

0.0385 Banfl
0.0407 Wtip
0.0106 Heatr7bl
0.0369 Ankra2
0.0384 Gtpbp3
0.0062 Atplb3
0.0492 Aggfl
0.0124 Snx11

colony stimulating factor 1 (ma M21149
protein kinase, interferon inducNM_011871
G protein-coupled receptor 75 BQ175263
anaphase promoting complex s NM_025389

ring finger protein 219 AK011896
COMM domain containing4  NM_025417
thioredoxin-like 4A AWS552577

DNA-damage regulated autoph BC021433
high mobility group 20A NM_025812
elongation factor Tu GTP bindir U97079
zinc finger and SCAN domain cc BC026676
RIKEN cDNA 4933416E03 gene AK016829
BB239907
apurinic/apyrimidinic endonucl AB072498

sperm associated antigen 7

metal response element bindin BG066919
predicted gene 10260 /// simile AW907444
barrier to autointegration facto NM_011793
BE136550
HEAT repeat containing 7B1 BF019000
ankyrin repeat, family A (RFXAN AK003438
GTP binding protein 3 BM207274
ATPase, Na+/K+ transporting, b BI080505
angiogenic factor with G patch BC027286
BC014719

WT1-interacting protein

sorting nexin 11

0.0062 LOC100048488 /// similar to Rse /// TYRO3 proteir ABO00828

0.0035 Add1
0.0273 Abi3

adducin 1 (alpha)
ABI gene family, member 3

BF140063
AK008928

0.0323 Gm8186 /// Snrpg predicted gene 8186 /// small r NM_026506

0.0161 Slc35b2
0.0188 Tomm34
0.0025 Prl7b1

solute carrier family 35, membe BC025875
translocase of outer mitochond NM_025996
prolactin family 7, subfamily b, AK005458



ENSMUSG00000005566
ENSMUSG00000020823
ENSMUSG00000021243
ENSMUSG00000026223
ENSMUSG00000059256
ENSMUSG00000044715
ENSMUSG00000032580
ENSMUSG00000063904
ENSMUSG00000034673
ENSMUSG00000038268
ENSMUSG00000031835
ENSMUSG00000028786
ENSMUSG00000038965
ENSMUSG00000059343
ENSMUSG00000027649
ENSMUSG00000029550
ENSMUSG00000026519
ENSMUSG00000041870
ENSMUSG00000024816
ENSMUSG00000061589
ENSMUSG00000055817
ENSMUSG00000051149 /
ENSMUSG00000071660
ENSMUSG00000035199
ENSMUSG00000036893
ENSMUSG00000029710
ENSMUSG00000079197
ENSMUSG00000028969
ENSMUSG00000063480 /
ENSMUSG00000038544
ENSMUSG00000028745
ENSMUSG00000056951
ENSMUSG00000021645
ENSMUSG00000063065
ENSMUSG00000031754 /
ENSMUSG00000027502
ENSMUSG00000017417
ENSMUSG00000019868
ENSMUSG00000036992
ENSMUSG00000024217
ENSMUSG00000067924 /
ENSMUSG00000020585
ENSMUSG00000035342
ENSMUSG00000063358
ENSMUSG00000024454
ENSMUSG00000042523
ENSMUSG00000026464
ENSMUSG00000063236
ENSMUSG00000073520
ENSMUSG00000040782 /
ENSMUSG00000007564
ENSMUSG00000028271

-1.12
-1.12
-1.12
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11
-1.11

0.0178 Trim28
0.0454 Secl4l1
0.0067 Fcfl
0.0031 Itm2c
0.0316 Gzmd
0.0392 4933433P14Rik
0.0052 Rbm5
0.0321 Dpp3
0.0348 Pbx2
0.0202 Ovca2
0.0255 Mbtpsl
0.0415 Tmem54
0.0356 Ube2I3
0.0463 Aldoa
0.0401 Ctnnbll
0.0499 Sppl3
0.0149 Tmem63a
0.0369 Ankrd13a
0.0485 Frmd8
0.0285 Dot1l
0.0046 Mta3
0.0025 Adnp
0.0473 Ttc9c
0.0092 Arl6ip5
0.0151 Ehmtl
0.0124 Ephb4
0.0482 Psme2
0.0061 Cdk5
0.0119 Nhp2i1
0.034 1110054005Rik
0.0123 Capzb
0.0155 Rbm4
0.031 Smn1
0.0177 Mapk3
0.0074 Nudt21
0.0311 2410001C21Rik
0.0315 PIxdcl
0.0214 Vtal
0.0022 Nxtl1
0.0431 Snrpc
0.0165 Cxxla /// Cxx1lb
0.0239 Laptmda

tripartite motif-containing 28 NM_011588
SEC14-like 1 (S. cerevisiae) BC005766
FCF1 small subunit (SSU) proce: BI150562
integral membrane protein 2C NM_022417
granzyme D NM_010372
RIKEN cDNA 4933433P14 gene AK017049
RNA binding motif protein5  BE446879
dipeptidylpeptidase 3 NM_133803
pre B-cell leukemia transcriptio NM_017463
candidate tumor suppressor in AV290046
membrane-bound transcriptior AK002809
BC019563
ubiquitin-conjugating enzyme E BG066549
aldolase A, fructose-bisphosph: BB016623

transmembrane protein 54

catenin, beta like 1 NM_025680
signal peptide peptidase 3 BC023131
transmembrane protein 63a  BC019442
ankyrin repeat domain 13a BC003286
FERM domain containing 8 AK016489

DOT1-like, histone H3 methyltr:BM199751
BC022124
activity-dependent neuroprotel AK004270
tetratricopeptide repeat domai AKO08753
ADP-ribosylation factor-like 6 ir NM_022992
euchromatic histone methyltrai BB409568

metastasis associated 3

Eph receptor B4 NM_010144
proteasome (prosome, macrop NM_011190
cyclin-dependent kinase 5 NM_007668

NHP2 non-histone chromosom¢NM_011482
RIKEN cDNA 1110054005 gene AK005245
capping protein (actin filament) NM_009798
RNA binding motif protein4 ~ NM_009032
BB821035
mitogen-activated protein kina: BI414398
nudix (nucleoside diphosphate BC008270
RIKEN cDNA 2410001C21 gene BC004803
plexin domain containing 1 AF378760
Vps20-associated 1 homolog (S AK003213
NTF2-related export protein1 NM_019761
U1 small nuclear ribonucleopro NM_011432
CAAX box 1 homolog A (human BC003436
lysosomal-associated protein tr BI695636

survival motor neuron 1

0.0162 LOC100048460 //; similar to Leucine zipper, putati BG866479

0.0282 Mapk1l
0.0087 Hdac3
0.0091 Dnalcl
0.0286 Zc3hlla
0.013 1110038F14Rik
0.0122 Rc3h1
0.0012 Rfwd2
0.0041 Ppp2rila
0.0085 Gtf2b

mitogen-activated protein kina: NM_011949
histone deacetylase 3 BF146397
dynein, axonemal, light chain 1 BG916281
zinc finger CCCH type containin AK003350
RIKEN cDNA 1110038F14 gene NM_054099
RING CCCH (C3H) domains1  AV307999
ring finger and WD repeat dom BB296692
protein phosphatase 2 (formerl BCO06606
general transcription factor 1IB BC016637



ENSMUSG00000028643
ENSMUSG00000008036
ENSMUSG00000014769
ENSMUSG00000045515

ENSMUSG00000046330 /

ENSMUSG00000068749
ENSMUSG00000040928
ENSMUSG00000085735
ENSMUSG00000079737
ENSMUSG00000026502
ENSMUSG00000002524
ENSMUSG00000047126
ENSMUSG00000036435
ENSMUSG00000061477
ENSMUSG00000033855
ENSMUSG00000003200
ENSMUSG00000027011
ENSMUSG00000030890
ENSMUSG00000023026
ENSMUSG00000024835
ENSMUSG00000063576
ENSMUSG00000024012
ENSMUSG00000003033
ENSMUSG00000032458
ENSMUSG00000045404
ENSMUSG00000021936
ENSMUSG00000053158
ENSMUSG00000032198
ENSMUSG00000022681
ENSMUSG00000030882
ENSMUSG00000024487
ENSMUSG00000032180
ENSMUSG00000070934
ENSMUSG00000040681

ENSMUSG00000029836 /

ENSMUSG00000019659
ENSMUSG00000022091
ENSMUSG00000028757
ENSMUSG00000022757
ENSMUSG00000027198
ENSMUSG00000015733
ENSMUSG00000030042
ENSMUSG00000063802
ENSMUSG00000040383
ENSMUSG00000059182
ENSMUSG00000020069
ENSMUSG00000027080
ENSMUSG00000032705
ENSMUSG00000030330
ENSMUSG00000008475
ENSMUSG00000024824
ENSMUSG00000029056

-1.1
-1.1
-1.1
-1.1
-1.1
-1.1
-1.1
-1.1
-1.1
-1.1
-1.1
-1.1
-1.1
-1.1
-1.1
-1.1
-1.1
-1.1
-1.1
-1.1
-1.1
-1.1
-1.1
-1.1
-1.1
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-1.1
-1.1
-1.1
-1.1
-1.09
-1.09
-1.09
-1.09
-1.09
-1.09
-1.09
-1.09
-1.09
-1.09
-1.09
-1.09
-1.09
-1.09
-1.09
-1.09
-1.09
-1.09
-1.09

0.0383 Ccdc23
0.0164 Ap2sl
0.0025 Psmb1l
0.0288 Pou3f3
0.0487 Rpl37a
0.0016 Psma5
0.0415 S100pbp
0.0498 4930550G17Rik
0.0188 3110001122Rik
0.0404 Pppdel
0.024 Puf60
0.0292 Cltc
0.0167 Exocl
7.13E-05 Rps7
0.0416 Stonl
0.0259 Sh3gl1
0.0016 Ube2e3
0.0294 Ilk
0.0095 Dip2b
0.0494 Corolb
0.0167 Klhdc3
0.0235 Mtch1l
0.0012 Apiml
0.0361 Copb2
0.0461 Kcnk13
0.0307 Mapk8
0.0356 Fes
0.0311 Dock6
0.0145 Ntanl
0.0161 Fxcl
0.028 Yipf5
0.018 Tmed1
0.0223 Rraga
0.0017 Hmgnl

0.0021 Cbx3 /// LOC6330:

0.0103 Ccdcl2
0.0133 Sorbs3
0.014 Ddost
0.0062 Tfg
0.0493 Ext2
0.0097 Capza2
0.0291 Pole4
0.0282 Hspbpl
0.0281 Aqr
0.0312 Skap2
0.0362 Hnrnph3
0.042 Med19
0.0291 Exd2
0.0479 ---
0.0057 Arpc5
0.0345 Rad9
0.0131 Pank4

coiled-coil domain containing 2 BC002274
adaptor-related protein comple BI692833
proteasome (prosome, macrop C81484
POU domain, class 3, transcript NM_008900
NM_009084
proteasome (prosome, macrop BC010709
S100P binding protein Bl452674
RIKEN cDNA 4930550G17 gene AK016085
RIKEN cDNA 3110001122 gene AK012939
PPPDE peptidase domain conta BC002200
poly-U binding splicing factor 6/ NM_133691
clathrin, heavy polypeptide (Hc BM211219
exocyst complex component 1 BC024678

ribosomal protein L37a

ribosomal protein S7 Al414989
stonin 1 BB551486
SH3-domain GRB2-like 1 NM_013664

ubiquitin-conjugating enzyme E AW120830
integrin linked kinase NM_010562
DIP2 disco-interacting protein 2BB795504
coronin, actin binding protein 1 NM_011778
NM_027910
mitochondrial carrier homolog AF192558

kelch domain containing 3

adaptor-related protein comple NM_007456
coatomer protein complex, sub BM230157
potassium channel, subfamily K BC023443
mitogen-activated protein kina:BM940281

feline sarcoma oncogene BG867327
dedicator of cytokinesis 6 AK016495
N-terminal Asn amidase BB223798

fractured callus expressed trans NM_019502
Yip1 domain family, member 5 BC003317
transmembrane emp24 domair BCO16568
Ras-related GTP binding A Al118026
high mobility group nucleosom: NM_008251
chromobox homolog 3 (Drosop AV225865
coiled-coil domain containing 1 C76605
sorbin and SH3 domain contain NM_011366
dolichyl-di-phosphooligosaccha NM_007838
NM_019678
NM_010163
capping protein (actin filament) BI102231
polymerase (DNA-directed), ep: BF577544
HSPA (heat shock 70kDa) bindir NM_024172
AK016322
src family associated phosphop NM_018773

Trk-fused gene
exostoses (multiple) 2

aquarius

heterogeneous nuclear ribonuc BI686700
mediator of RNA polymerase Il AA111022
exonuclease 3'-5' domain conte NM_133798

- BE854760
actin related protein 2/3 compl NM_026369
RAD9 homolog (S. pombe) NM_011237
pantothenate kinase 4 BM119773



ENSMUSG00000030246
ENSMUSG00000038503
ENSMUSG00000023075
ENSMUSG00000028358
ENSMUSG00000021660
ENSMUSG00000031792
ENSMUSG00000025580
ENSMUSG00000031988
ENSMUSG00000004359
ENSMUSG00000040043
ENSMUSG00000024767
ENSMUSG00000031839
ENSMUSG00000028822
ENSMUSG00000034708
ENSMUSG00000039205
ENSMUSG00000027067
ENSMUSG00000038002
ENSMUSG00000057841
ENSMUSG00000006095
ENSMUSG00000003345
ENSMUSG00000031311
ENSMUSG00000034290
ENSMUSG00000002105
ENSMUSG00000006736
ENSMUSG00000027466
ENSMUSG00000004268
ENSMUSG00000024963
ENSMUSG00000005779
ENSMUSG00000040843
ENSMUSG00000020376
ENSMUSG00000038467

ENSMUSG00000008668 /

ENSMUSG00000033237
ENSMUSG00000028291
ENSMUSG00000078656
ENSMUSG00000005873
ENSMUSG00000016933
ENSMUSG00000030744
ENSMUSG00000039244
ENSMUSG00000068523
ENSMUSG00000060373
ENSMUSG00000030738
ENSMUSG00000030682
ENSMUSG00000002129
ENSMUSG00000079435
ENSMUSG00000025873
ENSMUSG00000034757
ENSMUSG00000069972
ENSMUSG00000068039
ENSMUSG00000032383
ENSMUSG00000074886
ENSMUSG00000062381

-1.09
-1.09
-1.09
-1.09
-1.09
-1.09
-1.09
-1.09
-1.09
-1.09
-1.09
-1.09
-1.09
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.08
-1.07
-1.07
-1.07
-1.07
-1.07
-1.07
-1.07
-1.07
-1.07

0.0083 Ldhb
0.0287 Mesdc2
0.0448 Akirinl
0.0469 Zfp618
0.0249 Btf3
0.005 AA960436
0.023 Eif4a3
0.0083 Vps26b
0.0356 Spic
0.007 Rbms2
0.0071 Otubl
0.0398 Hsbpl
0.0235 Tmem50a
0.0078 Grn
0.0436 Cizl
0.0003 Ssrpl
0.0408 Cramp1l
0.0227 Rpl32
0.0145 Tbcb
0.0255 Csnkl1g2
0.0011 Nono
0.0272 Nek9
0.0293 Slc39a13
0.0198 Tspan31
0.0261 Rbckl
0.0376 Emgl
0.033 Dnajc4
0.0032 Psmb4
0.0335 Tiprl
0.0492 Rnf130

0.0345 Chmp4b /// LOC6’
0.0022 Gm10260 /// LOC:

0.008 Arid2
0.0107 Akirin2
0.0207 Vps25
0.0381 Reep5
0.0327 Plcgl
0.0193 Rps3
0.0395 E130309D02Rik

0.003 Gng5
0.0403 Hnrnpc
0.0088 Eif3c
0.0331 Cdipt
0.0208 Sf3al
0.0432 Rpl36a
0.0149 Faf2
0.0064 Tmub2

lactate dehydrogenase B NM_008492
mesoderm development candic NM_023403
akirin 1 NM_023423
zinc fingerprotein 618 AV236080
basic transcription factor 3 BC008233

expressed sequence AA960436 NM_133954
eukaryotic translation initiation NM_138669
vacuolar protein sorting 26 hon BI081895
Spi-C transcription factor (Spi-1 NM_011461
RNA binding motif, single straniBB767478
OTU domain, ubiquitin aldehyd NM_134150
heat shock factor binding prote AK010939
transmembrane protein 50A  AK014282
granulin AV166504
CDKN1A interacting zinc finger NM_028412
structure specific recognition pI BC024835
Crm, cramped-like (Drosophila) Al256853

ribosomal protein L32 BB756431
tubulin folding cofactor B NM_025548
casein kinase 1, gamma 2 Al326320

non-POU-domain-containing, o NM_023144
NIMA (never in mitosis gene a)- BC024926
solute carrier family 39 (metal i BC020106
tetraspanin 31 NM_025982
RanBP-type and C3HC4-type zir NM_019705
EMG1 nucleolar protein homoltNM_013536
DnalJ (Hsp40) homolog, subfam NM_020566
proteasome (prosome, macrop AV212146
TIP41, TOR signalling pathway r AV049820
ring finger protein 130 AK011088
chromatin modifying protein 4t BC011429
predicted gene 10260 /// simile NM_011296
AT rich interactive domain 2 (Al AK014481

akirin 2 B1689227
vacuolar protein sorting 25 (ye: NM_026776
receptor accessory protein5 NM_007874
phospholipase C, gamma 1 BM121087
ribosomal protein S3 AW108231

RIKEN cDNA E130309D02 gene BG069595
guanine nucleotide binding pro BC002316
heterogeneous nuclear ribonuc NM_016884
eukaryotic translation initiation BB858329
CDP-diacylglycerol--inositol 3-p BC021473
BB031756
NM_019865
Fas associated factor family me AK008825

splicing factor 3a, subunit 1

ribosomal protein L36A

transmembrane and ubiquitin-l BC016187

0.0045 Gm6573 /// LOC1( ribosomal protein 513 pseudog NM_026533

0.013 Tcpl
0.0286 Ppib
0.0027 Grk6

0.046 Vps28

t-complex protein 1 NM_013686
AV051525

G protein-coupled receptor kini AF040749

peptidylprolyl isomerase B

vacuolar protein sorting 28 (yec NM_025842





